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A Snake New to Sichuan Province, China: Psammodynastes pulverulentus
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Abstract: An unidentified snake was collected at a freshly reclaimed hillside in Qianwanguan Township,
Leibo County, Sichuan Province (103°50" E, 28°15’ N) during a reptile diversity survey in Sichuan Province in
late July 2020. We conducted Bayesian and maximum likelihood phylogenetic analyses basis on a
mitochondrial cytochrome b (Cyt b) DNA sequence to ascertain the phylogenetic position of this specimen
(p-distance = 3.6%). Furthermore, the newly specimen can be diagnosed as Psammodynastes pulverulentus
by a combination of pholidosis characters, which is the new snakes fauna in Sichuan Province. On the basis of
17 individuals of P. pulverulentus from Sichuan, Guangxi, Guangdong, Yunnan, Hainan and Namibia, we
recognize for the first time a complex intraspecific phylogeny of P. pulverulentus, and to better solve this issue,
more detailed samples and more markers are needed.
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SE %M N R M FL (Lamprophiidae) K04t & Uetz et al. 2020).
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Fig. 1 Habitat of Psammodynastes pulverulentus

(Qianwanguan township, Leibo County,
Southwest Sichuan Province)
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Tablel Information for Cyt b sequencesused in thisstudy
Fp FrAs SRAEH TS K
species Voucher No. Collection locality GenBank No. References

Kibie YBU20285 VY1175 ¥ Leibo County, Sichuan, China MW435577  ARFR
;m”l:l’;ﬂ?&‘ YBU14261 Z %211 Mengzi, Yunnan, China MW435584  1his study

YBU14262 7 B % H Mengzi, Yunnan, China MW435583

YBU14285 2P %% H Mengzi, Yunnan, China MW435582

YBU091070 ] PG 4% Cenxi, Guangxi, China MW435589

YBU14531 J7 79355 Guigang, Guangxi, China MW435581

YBU15126 |~ PE #4811 Huangpao Mountain, Guangxi, China ~ MW435578

GP2111 #EF 1 % 1L Diaoluo Mountain, Hainan, China MW435588

YBU12014 #575 M % 1 Diaoluo Mountain, Hainan, China MW435586

YBU13053 #E 2 11 Wuyi Mountain, Fujian, China MW435585

GP2124 #ER 1 % 1L Diaoluo Mountain, Hainan, China MW435587

GP4177 J"#5 K JE 1l Dalong Mountain, Guangxi, China MW435580

GP4196 ] Pi 4L 11 Huangpao Mountain, Guangxi, China ~ MW435579

CAS 213503 — AF471031  Lawson et al. 2005

SYS 1000952 |~ 7R B4 T Heishiding, Guangdong, China MK201437  Lietal. 2020

SYS r001117 ' VEIEIM B Weizhou Island, Guangxi, China MK201447  Lietal. 2020

NNV-2008 YK L FE H )5 FF Sesfontein, Namibia FJ404318 Vidal et al. 2008
Earskibie P pictus FMNH267940 — KX660507  Figueroa et al. 2016
3L Buhoma depressiceps IRSNB16404 NS B 4724 Ngounié Prov., Gabon AY612042  Vidal et al. 2008
EE LT B. procterae ZMUCR631315  #HZ%JE T Tanzania DQ486353  Kelly et al. 2009

“_TEMKE R, “— Data unavailable.
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DIRoai A ot #. Uik, k. BE kAR T 8.
13 GF%E
Fl 38 77 & ( Omega Bio-tek , Inc.,
Norcross, GA, USA) #&H 13 SHLFEAR
& DNA. H5I% H16064 (5'-CTT TGG TTT
ACA AGA ACA ATG CTT TA-3") F1L14919
(5'-AAC CAC CGT TGT TAT TCA ACT-3")
(Burbrink et al. 2000) ¥ ¥ ZERAGIIE R b
(cytochrome b, Cyt b) &K /Bt . H Lasergene
15.1 (DNASTAR, Inc.) #fFELH SeqMan %
B R4S 10 7 51047 4 i - F1IFH Mega7 1 Clustal
W SRS BT3RS0 5 513 T LU X (Kumar et al.
2016), N TXF ot 45 it AT 4 IE
M GenBank F#[CA KLV e AIESUE
Wi (Popictus) VD ieJE MMM 5 5% Cyt
b 741, # T Sk Az e (Buhoma depressiceps)
MBE & B iy (B. procterae) HMFHI1E

4N (Pyron et al. 2013) . F|H MrBayes 3.2.4
( Ronquist et al. 2012) #1 RaxmlGUI 1.3
(Silvestro et al. 2012) 7} K EE RGL R RM .

F Mega7 (Kumar et al. 2016) ) ARAZIE

#E 8§ A 7 (uncorrected genetic distance ,

p-distance) Ali AP A] )AL R E

2 #3

21 AR
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Fig.2 The specimen of Psammodynastes pulverulentus (from Qianwanguan township,

Leibo County, Southwest Sichuan Province, China)
a. SKEATEM: b, SKISATEM: o KEIEHW: d KESEER: e AMHE.
Right lateral (a), left lateral (b), ventral (c) and dorsal (d) views of head and lateral view of mid-body (e).
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HE S 6% 2 ML, sl oo d, SfLALT Sk,
el 2 Kes Wik 1 A, ANHE, 55 R T
KAV B 6 M (1-2-3), AAIE; L/SH% S
e (2-3-3), 2 6 Mumk: TIEE 8 M, T 3
STUIEE—XFa s w3 X, 31 6k, B
A ik 17-17-15, “FEER, WAYK,
IRARHT s IR 172 M & T % 52 %f; Lo
B,OES L, AR A X K bR A
TREER (R2). Fit, EA%EE, XA
JIEE B SRl bR A N R Vb e
22 HTFRGKRFR

23R Cyt b B2 B FE 24 1 020 bp.

BT HRIEHA GTR + G HEM UL Hrfl iR
IR RS i, S5O —3 (B 3). T
BV WA L — D SRR IR R, DU
JEI L2 {H (Bayesian posterior probabilities,

PP) A 1.00, AR AR (bootstrap
support, BS) A 100, {HFHNAIH 24 4H
B, Herb ™ 5 DY 7R A 1y Hopth 5 A
Hiu DX AMA BER O —32 (1.00 PP, 100 BS).
BT Cyt b BB PR v b ANk (] ¥ 188 4% R 5 R
3.6%~9.9%, WJIMASPE. 7R, ©/.
R AEEE . YUK B AR 2 TA) s A i
N 3.6% ~9.7% (£ 3), RPARFHX LD

K2 RUIRERRGER T

Table2 Dimension and Scale Counts of Psammodynastes pulverulentus

VN 45 SKAEH

A P 7"?%1{4 . SVL TL SPO PrO PtO LR Tmp NS INS CS SPL [IFL AA DS VS SC

Voucher No. Sex  Collection locality

YBU20285 Q  PNERE 375 74 1/1 171 22 1/1 1+2+3 1 2 3/3 233 833 1 17-17- 172 52
Leibo County, 15
Sichuan

YBUI4261 & ZE%H 383 93 /1 /1 22 11 14243 1 2 3/3 233 8(3) 1 17-17- 158 52
Mengzi, Yunnan 15

YBU14262 Q REZFH 390 78 /1 1/1 2/2 1/1 2+2+3 1 2 33 233 833 1 17-17- 160 51
Mengzi, Yunnan 15

YBU14285 & ZE%H 458 75 U1 U1 22 11 24243 1 2 33 233 8(3) 1 17-17- 157 52
Mengzi, Yunnan 15

YBU091070 Q@ J AR 337 84 1/ 11 22 /1 14243 1 2 3/3 233 8(3) 1 17-17- 159 51
Cenxi, Guangxi 15

YBU14531 Q@ [ H#ikiG 493 107 1/1 1/1 22 1/1 2+243 1 2 3/3 233 8(3) 1 17-17- 165 55
Guigang, Guangxi 15

YBUI15126 Q  JUUEIEMLL 390 8 /1 1/1 272 1/1 2+2+3 1 2 33 233 833 I 17-17- 162 55
Huangpao Mountain, 15
Guangxi

YBU17167 3 THEEE 330 88 1/1 1/1 2/2 1/1 3+2+3 1 2 3/3 233 833 1 17-17- 156 55
Cangwu, Guangxi 15

YBUI12014 Q WERZPIL 330 8 /1 1/1 2/2 1/1 2+2+3 1 2 3/3 233 833 1 17-17- 158 53
Diaoluo Mountain, 15
Hainan

YBU13053 3 fEERFHEL 264 81 /1 1/1 272 1/1 2+2+3 1 2 3/3 233 8(33) 1 17-17- 157 59
Wuyi Mountain, 15
Fujian

YBUI3106 & %)M 266 78 1/ — — /1 24243 1 2 3/3 233 8(3) 1 17-17- 154 56
Guangzhou, 15
Guangdong

“—TAIK TR, “— Data unavailable.

SVL. kfAK (mm); TL. B (mm); SPO. HE L#; PrO. HERTHS; PtO. HE/S6%; LR. #if; Tmp. Wif%: NS. S.6% INS. &
[Alf%; CS. @i)y; SPL. LJE@% IFL. TIEGSEAILUINIAUR X H; AA. JT8E DS E#E; VS, Mk SC. Tk

SVL. Snout-vent length (mm); TL. Tail length (mm); SPO. Supraocular; PrO. Preocular; PtO. Postocular; LR. Loreal; Tmp. Temporals; NS.
Nasal; INS. Internasal; CS. Chin shields; SPL. Supralabial; IFL. Infralabial; AA. Anal; DS. Dorsal scales; VS. Ventral scales; SC. Subcaudal scales
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— AF471031 R4 15 Unknown location AF4710317
— MW435577 10J1| 5 Leibo County, Sichuan | MW435579 )
MW435578 |74 ##1 11| HuangpaoMountain, Guangxi MW435581
1.00} gs MW435579 J P #4111 HuangpaoMountain, Guangxi . MW435580 199
o) MW435581 T“Eﬁ% Guigang, Guangxi § MW435578 [
MW435580 |~ Ej(‘jzﬂj Da}ong MouTltain, Guangxi '§ MIR01437 || g7 197
MW435589 J Fi 4% Cenxi, Guangxi =
2 MK201437 | %221 T Heishiding, Guangdong § MW435589
MW435582 ZFi5%¢ H Mengzi, Yunnan § MW435582 54
1.00 _{MW435583 5% H Mengzi, Yunnan ~§‘ MW435584(99
MW435584 =% H Mengzi, Yunnan £ MW435583 100
MK201447 ] FGiE M % Weizhou Island, Guangxi E MW435577]-H
MW435586 ¥4 i1t & LI Diaoluo Mountain, Hainan :'E: MK201447
1.00 1.00] MW435587 i3 ffi & LI Diaoluo Mountain, Hainan 3_%1_(, MW435586}» 100
MW435588 ?%Tﬁ‘r%? 1 Diaolluo Moul?tain, {Iainan MWA35585 100
MW435585 1823 111 Wuyi Mountain, Fujian
L FJ404318 4k LV TV ZE81 77 P+ Sesfontein, Namibia FJ404318—
——— KX660507 S 490 Psammodynastes pictus KX660507
Aij AY612042 Sk ARpkE Buhoma depressiceps| SNt DQ486353:|L
DQ486353 X% % B bifd: Buhoma procterae | Outgroups — AY612042

0.1 0.1

B3 ET Cytb MEKEi IHEN () MERRURH F)
Fig. 3 Bayesian inference (left) and maximum likelihood (right) trees of
the Psammodynastes based on Cyt b gene
Pl ep 8 55 B R DU S SR (2D ARSI E R CHIED, “— R BRI/ T 50%; FRRCNRGR B ML
KREZ%, BHEN AT T bRA .
Branch support measures are Bayesian posterior probabilities and maximum likelihood bootstrap support respectively. Branch support indices are

not given for most intrageneric nodes to preserve clarity. The symbol “-” represents bootstrap value below 50%. Rulers is a reference of the

branchs length of phylogenetic trees. Sample from Sichuan are shown in black frame.

AN TE] BAG B = AR B s Ak

HETRFIEMRAKERR, WEXH
PUNIEE BT T 2 gD ieJEin A YBU20285
R, RIS AT
3 ik

SRV S R T L DR ek,
S TR 23 P SR AR L B X 55 A
GH, TR THT. KEEER, fERE
FENMATAEE. WE. TR TSR
X, AR mrara X, HigdbsrAiid s i
R o DU SRV i SRS 1 5 BE VDV B 2R
FRESZ) 500 m, ZDXERAAEE iR, A
AETRERHEAR, DA Z A RS X (Leucaena

leucocephala) NTFARMEDIFl . [FIE 511 H T
LU (Diploderma splendidum). ¥ B 11
( Eumeces elegans) Al B2 J& #% ¢ ( Elaphe
taeniura) SFNEAT AP . 12Ul A I I I 4f 7E
PR R (Musabagoo) FHITEA
b BRIRAEDY )N BRI —
TIZYR IR A (5 B . SVDTLAE N R AR Hh
HEBFRERHRE 7N = p i, iR SR
e I o3 A X 2 B A BRILAHAR, ENTE =M
JeEH X A R A, LR AT G
AIREEE K.

VPG /& Boie (1827) {4 B JE i AR
A ik A 4 )9 Psammophis pulverulentus, 31
HE Fy# e} (Dendrelaphidae); Ffif5 Giinther
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(18580 LLiz b a6 xR @ 57 1 8 Vb e s
(Psammodynastes), H Rii%J& FEERH - NMF,
RILybip FE S0 Vbl (Uetz et al. 20200, 2
JEEETRSFIR, RBBFEKILE T
F} (Colubridae) ZH' GR/RZEE 1998). T
DT RAKRZR, Pyron 55 (2011) KB, KW
b SR AR e R, A HE T
JZiE Al (Lamprophiidae) < . #BX/R2% (1995)
MRSV I N RN e T ) 22 5, B A TR
[ &8 R iR A FE R, BRI G
' P. p. papenfussi, HAEMX A THREGE.
WG CLE DY )1 B IR B0 P SR b A A 5 R Kt
HoAh b IX ) METEA Fo R 20, (HET A
WS MR T s R R, VDI A R X A
R PR m IR AR PR S, AT B B T Hh B
b B BELIT 1 R 2 ] R A2 (Vidal et al.
2008, Lietal. 20200, HTEPIHEN=E
fRsFE (Miller et al. 2016), ATA7TE (11X L84 1
ZR R G SRR SR, W SR
WA, BN R rEat e Eik—35
HIE .
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