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Hoffmann’s Long-tailed Shrew (Chodsigoa hoffmanni)
Found in Bijie, Guizhou Province, China
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Abstract: Chodsigoa hoffmanni belongs to the Chodsigoa genus of the Soricidae family in the order
Soricomorpha. The purpose of this research is to expand the distribution range of this species. Three specimens
were trapped by the pitfall trap method in Yejiao Township, Qixingguan District, Bijie City, Guizhou Province,
China. The specimens are medium-sized (head and body length 64.8 & 3.0 mm). The tail length (76.6 £ 1.9 mm)
is longer than head and body length. The tip of tail is white with a tuft of slightly longer hair. Hind feet length

is 16.8 £ 0.1 mm. The skull is round. The rostrum is short and gradually tapering in the premaxillary region.
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Condyloincisive length is 19.22 + 0.19 mm. Cranial breadth is 9.31 £ 0.09 mm. One upper incisor is sickle-

shaped. Three upper unicuspids gradually decrease in size. The upper maxilla has one premolar and three

molars. The third molar is small, with a very narrow talon. Pigmentation only present on tips of upper and

lower incisors and first unicuspids. Maximum width across the upper second molars is 5.29 + 0.08 mm. Based

on key to Chodsigoa, the specimens collected are determined to be C. hoffmanni. The genetic distances between

C. hoffmanni specimen recorded and our specimens were the nearest between 0.026 and 0.028, based on

mitochondrial cytochrome b gene. It was shown that our specimen lay in a monophyletic clade together with

C. hoffmanni in the phylogenetic tree. It is further confirmed that the 3 specimens collected are C. hoffmanni.
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(C. parca Allen, 1923) F LA (Lunde et al.

2003, Heetal.2010), JaRKFHEZMYT
RG0S5 T EE IRBRG R 2 N — N3
YiFh (Chen et al. 2017). £ FBL A B 7E [ P 1
NAEXAL T m AR RELREEL, 25,
BAEE XL BRI T E KEk Ui (F 7%
2019), 7EE A1 1) 4047 X Ak e A6 38 (Chen et al.
2017),

2018 FEAETI M B T LEXRXEMZ,
FIFFABHEILHE 3 Ak EYA (w5 R
GZ03.GZ21 A1 GZ23) . RAEMBFKRZ) 1 740 m,
R 105°04'14", b4 27°1824", WAL AL
B, BIEEFEEND T REFE0HT, It
3 bRANEE IER IR, 2 BN B A A Bie
FaAs H BTG TP H LG S B S AE AR AR TE -

1 BFAE

11 AR E

M EAEET A TE R, N ARG AR
OEFE 0.1 @, kiEk. BK. FEK. B
Ko, KEERSHAE] 0.1 mme. FRAH ] S48 2 7k
BB bR A . ki FoE RS R R (500-
196-30, =3, FEHIE 0.01 mm) &, KH
Heaney % (1983). Woodman %5 (1993). Jiang
4£(2001) Hoffmann ( 1987) Fil¥ & #x % (2005,
2007) M7, SREMEERESS, Mk,

MmTE i MEETE. Wk, SRk, b
R TE. BN, e, Bk, H2 b
ks 564 ERTHWRTZ 5% 3 EA
WIRGIEEERE . JalsiR. Mg RIALTE. Ak,
TEFHC, TR, BRREE. &IRT &
FE. RATEREEE . () BIFSTE. (AED J&

12 HFREZESN

FE A (1) JUL PRI 2H 23 FH 73 - S 0 0k 1 B O R 4
DNA. 5% L14724/H15915 ¥4 Cyt b %
K441 (Irwin et al. 1991). PCR § 14 = ¥4l
th, Ay 5T . F5{E R EditSeq
(DNASTAR #/848) #1744, £ GenBank
T EER TR R BT IR Cyt b EEFA (G
o FIH Clustal W {475 HERT . FIH
MEGA 5.05 15t f& 5 55 . LK B$EI (Crocidura
lasiura) Cyt b JERFFHIENSME, FHARENE
(neighbor joining method, NI) 4% 5k ik )=
RGN AN, I bootstrap LFFH.
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Tablel Downloaded sequencesand

corresponding species
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GenBank accession No. Species

KX765534 JIPEEL 4§ Chodsigoa hypsibia

KX765538

KX765544 VEALH IR C. parva

KX765545

KX765525 JHEEERGR C. furva

KX765526

KX765523 Hr KB R C. smithii

KX765524

KX765507 LBk C. parca

KX765508

AB175104 i KB% 8T C. caovansunga

JX508288

GU981269 4 ek 4R C. sodalis

GU981270

KX765509 FE KB HY C. hoffmanni

KX765510

KX765511

KX765512

KX765513

KX765514

AB077072 KJE$§f Crociduralasiura

SHEIRTE, WISRHE, 15 s X sz i Ar
a0 (K 1a, b)o LI 1A, EHIVIR, Ak
. BER, bBRdeUi 3 M, HEPIR®E, B

I J5 R /MR VGBI (B Te)o a1 AET A,
3 M, 5 3 AN HAMILRA — A&
AR (B la~co). BRIENAET L

TR — ARG iA s (B 1, d).
4K (19.22 +0.19) mm, BNf%E: (9.31 +
0.09) mm, % 2 FA%NERKE (MEAMD

(5.29+0.08) mm (& 2), FIH CL4RIE FIBL
H R R K AATR R (Chenetal. 2017), %5&
NE IREART. SkEEET, WK, L.
VG FIH AT 1 B KT 2 R B KR
MR, HARREYEE KRG A— ﬁz

(Chen et al. 2017) (& 2).

2.2 DNA 5447

AT IR 3 MEA(GZ03.GZ21.GZ23)
] Cyt b #£ A, 4K 1140 bp, FJH MEGA %%k
) Kimura2-Parameter %1155 GenBank
N BB R S BT R A AR PR
X 3 b AR i B B A R R PR a4 i
19 A% PR B Al , 5 AR PR S TE 0.026 ~ 0.028 ],
AL 22 A 2.6% ~ 2.8% 2 (8], HiAE 1 i E
PR R 1A BB A BE B 90zE, 7F 0.073 ~ 0.074 ],
WAL 2 RAE 7.3% ~ 7.4%2 18] .

1 ERBEmKKER
Fig. 1 Skull of Chodsigoa hoffmanni

a. BAUHTOW; b ARSI o LARVGINT; d. R T .

a. Dorsal view of the maxilla; b. Ventral view of the maxilla; c. Lateral aspect of tooth of the maxilla; d. Lateral aspect of tooth of the mandible.
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Table2 External and cranial measurements of Chodsigoa hoffmanni

2N Guizhou n=3

27 Yunnan n=12

BT AHFFE This study Chen et al. 2017
Measurements - I o -
e S e
A5 Body weight, BW (g) 68 58 59 62+0.5 7.54 +0.80 7.00 - 9.60
Sk Head and body length, HB (mm) 60.8 654 682 64.8+3.0 66.75+5.15  58.00 - 75.00
JE1 Tail length, TL (mm) 793 754 753 76.6+1.9 81.67+4.21 74.00 - 88.00
J& 2 Hind feet length, HF (mm) 168 166 169 16.8 0.1 15.50 +0.80 14.00 - 17.00
H Ear length, EL (mm) 69 64 78 7.0+0.6 8.83 + 111 7.00 - 11.00
/i 4=+ Condyloincisive length, CIL (mm) 19.05 19.12 1948  19.22+0.19 19.13+0.39 18.31 - 19.57
Bif5i 5% Cranial breadth, CB (mm) 928 944 922 9.31 +0.09 9.06 +0.25 8.45-9.39
fidi i %5 Height of the braincase, BH (mm) 558 575 570 5.68 £0.07 5.61+0.16 5.30 - 5.87
AEA) & Interorbital breadth, OB (mm) 4.53 4.51 4.56 4.53+0.02 4.40+0.13 4.14 - 4.58
WK Rrostral length, L (mm) 772 784 175 7.77 £ 0.05 7.29+0.19 6.78 - 7.56
£ J5K Postrostral length, PRL (mm) 1180 11.86 1191  11.86+0.04 11574028  11.02 - 11.96
A 98 Maxillary breadth, MB (mm) 564 583 575 5.74 +0.08 5.49+0.10 5.31-5.63
514K Palatoincisive Length, PIL (mm) 851 871 8.50 8.57+0.1 8.43+0.18 8.06 - 8.75
[f5 )5 & Postpalatal length, PPL (mm) 8.61 890 929 8.93+0.28 8.79+0.18 8.57-9.11
%14 Upper toothrow length, UTL (mm) 829 837 829 8.32+0.04 8.11+0.16 7.68 - 8.31
%0 FESE R 518 536 534 5.29+0.08 5.22+0.08 5.12-5.36
Maximum width across the upper second molars, M>-M? (mm)
B4 FREASIISEE 3 kS A 479 484 481  481£0.02 482+0.11 4.59 - 5.03
Distance from the upper fourth premolar to the upper third
molar P*-M° (mm)
Ja 5% Postpalatal depth, PPD (mm) 3.42 3.46 3.58 3.49 £ 0.07 3.50+0.14 3.11 - 3.65
LA KFLPE Foramen magnum breadth, BEM (mm) 325 313 3.20 3.19+£0.05 3.26 +£0.09 3.12-3.44
Fali# Mandibular length, ML (mm) 1039 1059 10.43 10.47 +0.09 10.60 =0.19 10.31 - 10.96
T4 Lower toothrow length, LTR (mm) 763 782 7.83 7.76 +0.09 7.50+0.14 7.19 - 7.67
T4 Length of lower incisor, LLI (mm) 334 335 3.38 3.36£0.02 3.23£0.09 3.08 - 3.37
KR 58 1 B Height of coronoid process, HCP (mm) 420 432 413 4.22+0.08 4.06+0.15 3.70 - 4.36
IR 2 7 ¥ Height of coronoid valley, HCV (mm) 277 274 275 2.75+0.01 2.66 +0.07 2.56 - 2.80
T8 E Height of articular condyle, HAC (mm) 342 335 349 3.42+0.06 3.45+0.13 3.24 - 3.66
(1 38) R 238 Anterior palatal breadth, APB (mm) 105 119 116 1.13+0.06 1.13£0.06 1.06 - 1.24
(438)J5 123 Posterior palatal breadth, PPB (mm) 241 225 230 2324007 2.35+0.07 2.15 - 2.47
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Fig. 2 Phylogenetic tree of the genus Chodsigoa inferred from neighbor
joining method (NJ) based on the Cyt b gene

W BRI B R E AR 100 RSO, ARRARE D STKIE.

The number on each node is the bootstrap value based on 100 replicates. Scale represents the branch length.

W NI SR AE A M B S HEA B, R
SEFRA I FE bR AR B 1 i J A R R R 2 [k
WA ZARE (Chen etal. 2017), H AR
BRI RIFR AR Cyt b F2[K 427 %15 GenBank T
BRIEE IRHBR G A 7 51 SRR — AN SRR 43
Y b BAEIEBIZE 0.026 ~ 0.028 Z 6], i#ifL 2
FELE 2.6% ~ 2.8% [A], IXELEE AR, RUCK
SE TR B bR AT R E IR iR . 5dE2% 1
FE IREG R IR AL IR S (0.073 ~0.074) Bz,

WA 2 FAE 7.3% ~ 7.4%2 18], S 565
X FIERITMN ARG R ERR.

B DR 1A 0 0% o D ST A P () B[R] 82
Wi, BRI OC T H A M A f il ££/0 (Chen
et al. 2017), DAEHRIEEE IRk U7 s 7E B A 193
XM T oA E L. L& (Chen et al.
2017) ANEAE>6L CEREFE 2019), FEESR
)53 Ai X ik g AL %8 (Chen et al. 2017). AR
B RGN RR R BT T B R CIXE A 2, M
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