FY2E2 & Chinese Journal of Zoology 2024, 59(1): 115 ~ 120

5t MM 7N F 7K 7 0 2R FH L B3

%k KEE RRH HXR ®E EM
R eFR KE&

FEPHTITE 2B A dnRb e S HER %Pt #HPHT 157011

X

WE: ESUNENBOKTTE 2 5wk, FIHFEBREREE) 3 S8 (Crocidura) . AUCK
ERRAMRTEEN, kK (49.0 £ 0.8) mm, RBK[ (41.8+42) mm]IFE T LK (BRKALAEKN
85%). WEEEKEE, WEHEKXRTSE, BKE. BHWE, S0EEE, BEmg TS, me
T, Ja RN R K e, il ﬂ%%, BRI 13 HBARMB A AKE, ffﬁé& (15.92 +0.55) mm,
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Crocidura dongyangjiangensis Found in Liupanshui, Guizhou Province
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Abstract: Three specimens of Crocidura were trapped by the pitfall trap method in Munike Village, Yangmei
Township, Liupanshui City, Guizhou Province, China. The specimens collected are smaller (49.0 + 0.8 mm).
The tail length (41.8 £ 4.2 mm) is slightly shorter than the head and body length (tail length/head and body
length is 85%) (Table 2). The back hair is light grayish brown, and the ventral hair is gray, which is lighter
than the back hair. The tail is bicolor, black-brownish above, and paler beneath. The back of the front foot is
white, and of the back foot is light gray. The tail is almost bare, and long sparse hairs are present at the base of

one-third of the tail. Condyloincisive length is 15.92 + 0.55 mm. The height of the braincase is 4.75 + 0.18
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mm. The specimen has one upper incisor, with a long and large anterior tip and a small and low posterior tip.

There were 3 upper unicuspid teeth, the first unicuspid tooth is the largest, and the second unicuspid tooth is

slightly larger than the third one. There are one P4 and 3 molars in the maxillary. The above characteristics are

consistent with the description and identification of the type specimen of C. dongyangjiangensis. The

specimens collected are determined to be C. dongyangjiangensis. The genetic distances between C.

dongyangjiangensis specimen recorded and our specimens are the nearest, between 0.004 and 0.027, based on

the mitochondrial cytochrome b gene. It was shown that our specimen lay in a monophyletic clade together

with C. dongyangjiangensis in the phylogenetic tree (Fig. 2). It is further confirmed that the 3 specimens

collected are C. dongyangjiangensis.

Key words: Soricomorpha; Crocidura dongyangjiangensis; Guizhou Province; Distribution of new record
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ZRBHYLE$81 (Crocidura dongyangjiangensis)
KET %A HRH (Eulipotyphla) ik Fl
(Soricidae) E3& Al (Crocidurinae) [ )=
(Crocidura) (ZRHISCEE 2021). ZRFHILEF &Y
FHXIFESE (20200 P Yang 4 (2020) [FIf
RIFNHER, 5 H T 22 B0E LR AR AN
i # 1 /NESR (C. huangshanensis), {H 5z
NEY A (BRIREESE 2021). ZRBHIVLEF RN 5>
FiTREWRE . 28 WL, AR (B
LSS 2021, BAVLRESE 2023, Lietal. 2023).
AT R BV B R 2020 4F A4 & Bl i 44 1
PR (XIVESE 2020, Yang et al. 20200, TR
R T AV ER FRE R D, AR SR AN
HHE A R A SR T £ S it

AT FEAEJEAT 5 M A48 B H RS R A
B, 7B St A N BOK T M 2 5% e A
(26°33'1" N, 104°57'18" E), F|FH [ 4
3 5 BB R A (LPS202302 ~ LPS202304) .
KEMIBFIAZ 1 850 m, AN IR
BT EEN G TFEDEIN, KERAEN
IRBAVLESR, A& Bt IM A o Amfid sk, bR H
HSC T4 LI 27 Bt S0 A A T

1 eSS FE
1.1 JEAZFEEN 2

Xt B A SR R A BEAT T 25 R AL 4 3 A
®, JMENECR: AE. kK. BK. A

BK. B, RERHR 0.1 g, ARG E
0.1 mm. kIR Trs RR (ZF,
HFE 0~200 mm, FEE 0.01 mm) WE, K
XIFESE (20200 BI5iE, EBOENE T 9 4~k
BEE, WiEmMAeK. WER D .
ms Bk, BnsiK. FsE. 2 BA
Wil R 5 & R Itk
12 FREFED

FEAS 11 UL PR 40 23 oy - 0 92 B B S TR 2
DNA. i [f15]4) L14724/ H15915 ¥ 1 Cyt b 3%
K475 (Irwin et al. 1991). PCR #8440
e, A 50T . ¥ 58 H EditSeq
( DNASTAR # M€ #479miH . RATLE
GenBank T #k EFfiJE 10 MR Cyt b B 7
H) (£ 1), FAIH Clustal W BAEHE4TFE 51 EE
X} (Thompson et al. 1997). F|FH MEGA X if
HIRAE PR R (Tamura et al. 2011). JH R
(Suncus murinus) Cyt b & [K 75/ R4,
FIF AT RAXML #42 i KRRV (maximum
likelihood, ML) £ 4t & 4= #4 ( Stamatakis 2014).
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K1 TEREEFFEAN R F
Tablel Downloaded sequencesand corresponding species

e Cyt b ZEH 7515 e A
Si%ejis Saﬁiﬁzber Cytbgene G;I(l)]?ank accession Sample*fjijst%j%ocation
A PRV B R C. dongyangjiangensis 1 OP594763 HE % Guangdong, China
Crocidura dongyangjiangens's C. dongyangjiangensis 2 OP594764
C. dongyangjiangensis 3 OP594767 R YL Jiangxi, China
C. dongyangjiangensis 4 OP594768
C. dongyangjiangensis 5 MK797049 F E WL Zhejiang, China
C. dongyangjiangensis 6 MK797050
C. dongyangjiangensis 7 MN691018 " [€71 ¥4 Hunan, China
C. dongyangjiangensis 8 MN691019
C. dongyangjiangensis 9 MN364684 rh [ %% Anhui, China
C. dongyangjiangensis 10 MN364685
2R C. anhuiensis C. anhuiensis 1 MKS546386 1 [E %2 Anhui, China
C. anhuiensis 2 MK546387
1L 5/ EFRf C. shantungensis C. shantungensis 1 MN690926 #F [E7 ]t Hebei, China
C. shantungensis 2 MN690927 1 [E 17 5* Liaoning, China
AV KB R C. tanakae C. tanakae 1 MN690963 1 E /1 Guizhou, China
C. tanakae 2 MN690966
K B3 C. attenuate C. attenuate 1 MN691007 #[E DY )1 Sichuan, China
C. attenuate 2 MN691008
FIER KBS C. dracula C.draculal MN690945 H[E Z# Yunnan, China
C. dracula2 MN690946
ARG BFRl C. rapax C.rapax 1 MN337427 *F [ PY)1| Sichuan, China
C. rapax 2 MN337428
VRGBSR C. vorax C.vorax 1 MN337431 1 [E 5N Guizhou, China
C. vorax2 MN337430
Fifi 1L /N EFRA C. wuchihensis C. wuchihensis 1 MN690954 [ %7 Hainan, China
C. wuchihensis 2 MN690955
K B3 C. lasiura C.lasiural MN690958 1 [E3Z 7* Liaoning, China
C.lasiura2 MN690959

W, HNEES, R TEMN. kO, W 23 RRW, 1 BEERTAW (P4, 3*&&1@
KEFEHR, RN, AFREREmHEE, ZEF 83 HAND (B la, o). Fill Mr]m
BB . fEEHMAt, FeURKE. B MERRE. 1A P4 3 HFAY (F1d.
e, BEY 13 HEEMBAAKE. kE FHESXESE (20200 XHL?F\MYIE?F&’M%EWTZIK
i (B D, gk (15,92 +0.55) mm, (RO IR FH 45 B R AE SR AR — 0 (3R 2D, DRIbHER
A -, e (4.75+£0.18) mm (% 2), R 3 SARAR K58 9 AR BH VL BF 6 o

ANFHHE (B 1la). BTN 18, A—Kii 22 DNA SIS

KT AR A — /NI IE ) 5 2 (l’él lc). bHsk A FIRAT 3 T BRI EIR A (LPS202302,
W3 1 ARUGERCK, BB 2 FARIGEE KT LPS202303 Al LPS202304) K Cyt b FEH 4K
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Table2 External and cranial measurements of Crocidura dongyangjiangensis

s #t1 Guizhou HFT. Zhejiang % Anhui i ﬁ «JIIE%E {?Eﬁ N;‘;‘;‘f
% e . - 5 o N s <5
Measurements (ABESL This study) (KRS 2020) (Yang etal. 2020) 2023) 2021)
n=3 n=>5
n=1 n=2
[Nz 2.8+0.0 5.92+1.10 6.0
Body weight, BW (g) (28-2.9 (25-45) (435-7.77) :
PRINIS 49.0+0.8 55.60 +£4.22 56.55+3.90 63.0
Head and body length, HB (mm) (483 -49.9) (48.0 - 61.0) (50.45 - 61.97) ’
K 41.8+4.2 43.80 +4.67 41.77£2.00 40.0
Tail length, TL (mm) (372-454) (35.0 - 49.00 (39.64 - 45.03) :
ARk 102+22 ) 12.59+0.70
Hind feet length, HF (mm) (8.2-12.6) (L0-13.0) (11.84 - 13.82) 1.0
HK 52+02 ~ 8.12+0.30
Ear length, EL (mm) (5.0-53) (70-8.0) (7.86 - 8.70) 90
.46 = 0.
Ak 15.92+0.55 (1156;)6_ 1076146 ) 16.65+0.30 1657
Condyloincisive length, CIL (mm) (1542 - 16.51) ' . (16.40 - 17.07) ’
. 3.69+£0.34
HIE 7] 5 3.86+0.08 4.11+0.00
(3.24 - 4.06)
Interorbital breadth, IOB (mm) (3.80 - 3.95) ) (4.07 - 4.18) 3.96 (3.14,3.29)
. 7.33£0.09
i i 7.54+0.11 8.27+0.10
(7.24 - 7.46)
Cranial breadth, CB (mm) (7.42 - 7.64) =13 (8.15-847) . (6.54,6.98)
479+0.19
i 5 1 4.75+0.18 4.54+0.10
(4.60 - 5.04)
Height of the braincase, BH (mm) (4.61 - 4.95) (=13 (447 - 4.62) 493 (420,423)
63+0.
[EFES 7.24+0.06 (;g? _ 2;2) .
Palatoincisive length, PIL (mm) (717 -7.29) ’ (n= 4') ’
A IRS 7.53+0.12 7.30+0.09 7.68 +0.30 708 (712.728)
Upper toothrow length, UTL (mm) (7.42 - 17.65) (7.20 - 7.42) (7.35-8.08) ’ e
R IRS 6.63+0.10 6.82+0.18 6.63 +0.20 681
Lower toothrow length, LTR (mm) (6.55 - 6.74) (6.64 - 7.16) (6.35-6.79) :
U ]
ﬁaiijr;iﬁjv]iﬂfz;g\;s the upper 4.79+0.22 4.74x0.19 3:56=0.10 457 (4.50,4.57)
gy PP (4.59 -5.02) (4.42-5.00) (548 - 5.64) : PO
second molars, M"-M~ (mm)
INRERS 3.06+0.06 3.22+0.04 319
Length of lower incisor, LLI (mm) (3.01-3.12) (3.14-3.24) ’

BELLFAME £ brifEZ (JEH]D IR, The data is presented as Mean + SD (range).

1 140 bp, HrillFRF T CH#E5ZE] GenBank,
B35 8 0Q927392 ~ 0Q927394 . #| ] MEGA
B AR ) Kimura 2-Parameter -5 GenBank
B BB R B DA T A BB AR FE RS . AR A
55 5 ) A ol e ) O T R A% P A
7£ 0.004 ~ 0.027 2 Jd].

I KSR TE: R G R A R YRR 1 &
GuitfbiAr (B 2), SNRER 3 ShaA bR
FEYT B MR e — AN 52 (GCFEZ 100%),
B PAUESEARYCR AN 3 AFRASZ AR BHYL 5§

. Rt ARt R I R [ 544 I AR BT B
SHLEE R A AR
3 it

AR PHTL BRR A 2020 S4B A 44 T
Yokt (RIPEZE 2020, Yang et al. 20200, Kt
X H A AR RIS REA 2, #3 H AT AR
TREWIE . 228, WL, LM R (B4
L2 2021, WIVLBEZE 2023, Lietal 2023),
SN IS BLK I HT AR 10 A& 1 Z R CL o
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1 REETE#LEE GRA%S: LPS202304)
Fig. 1 Skull of Crocidura dongyangjiangensis (the number of specimen: L PS202304)

a. BRI b, ESUETEAN: o BEUAMITE; dFSANITH .

a. Dorsal view of the maxilla; b. Ventral view of the maxilla; c. Lateral aspect of tooth of the maxilla; d. Lateral aspect of tooth of the mandible.

95 ,LPS202303 =y .
78 'LPS202304 | 5t Guizhou
C. dongyangjiangensis 6 MK797050 | #f7L Zhejiang
794 LPS202302 | 5tM Guizhou
C. dongyangjiangensis 4 OP594768 | YLV Jiangxi
99 ' C. dongyangjiangensis 5 Mk797049 | ¥iVL Zhejiang 7RIV REE
C. dongyangjiangensis 9 MN364684 . i i
100 {100 'c. dongang'iangensis 10 Mn364685 ‘ Z Anhui € dongyangjiangensis
77~ C. dongyangjiangensis 2 OP594764 | I"ZR Guangdong

93

C. dongyangjiangensis 3 Op594767 | Y74 Jiangxi
i 53 |— C. dongyangjiangensis 1 Op594763 | J"# Guangdong
427, C. dongyangjiangensis 7 MN691018
Slc dongangljiangensis 8 Mn691019 ‘ i Hunan
100, C. wuchihensis 1 MN690954 FHIgIL/NER
' C. wuchihensis 2 Mn690955 C. wuchihensis
56 100 | C. lasiura 1 MN690958 KEER
] I'C. lasiura 2 Mn690959 C. lasiura
B 100 — C. tanakae 1 MN690963 &V IR B
37 L C. tanakae 2 MN690966 C. tanakae
100 1 C. vorax 1 MN337431 Piigeagasyit il
L C. vorax 2 MN337430 C. vorax
78 L 100 |C. rapax 1 MN337427 AT B R
78 C. rapax 2 MN337428 | C. rapax
100 9 - C. anhuiensis 1 MK46386 e
C. anhuiensis 2 MK546387 C. anhuiensis
67 ] 100 | C. attenuate 1 MN691007 | YR
C. attenuate 2 Mn691008 C. attenuate
100 C. dracula 1 MN690945 By N
L C. dracula 2 MN690946 C. dracula
100 —C. shantungensis 1 MN690926 W25/ NEER)
L C. shantungensis 2 MN690927 C. shantungensis

R Suncus murinus
0.02
e

B2 ET Cytb ZHMEKEMESIMRALUIR RS REN
Fig.2 Maximum likelihood (ML) phylogenetic tree of the genus Crocidura based on the Cyt b gene
S T B R E R 100 RISCRER, AR RIRR SR

The number on each node is the bootstrap value based on 100 replicates. Scale represents the branch length.
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PRI 0 AT X, Tt BH 2R BH T B9 & 0 358 4 A v
FEIFE b ARPUESFEIEOR . Wil R FH R AR H
IR 200 m CXIFESE 2020), YL PE R 3
U RAEMAER 1 833 m GHIVTIRRSE 2023), %
M ANBACREH IR 1 850 m, UiHAFH 4>
AR S FE AR . MG A Hb ekt i AR
P25 T A ) 2 Y B B8 1) AT Y TR B 1% bl LR T
(L i, AR T e rE R E R 7 & ) 20 A

JRUE 7R BH YL B i AT R 14 43 Ap v e LA
25 ABFE AN A MU A B ECE A K . i,
RIURFRAREE M ST MG S BRIV 2 58 7
KR L FEE M B (Rattus tanezumi ) . R
( Micromys minutes) . & & X B § ( C.
tanakae). EFGH EFRN (C.rapax) M=K )2
Bi§E (Episoriculus umbrinus) 5 %< BH YT B3&i[A]
WA, Ho e KB REHERT R
PHYTBSE . Xt 1] B A2 12 Rl s e A R BT
JRRZ

Z % X W
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