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Megophrys omeimontis Found in Chishui, Guizhou Province
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Abstract: During the amphibian survey in Chishui Suoluo National Nature Reserve from 18 to 19 May, 2019,
eight amphibian specimens were collected in Jinsha Ditch area (28°26'12" N, 105°59'52" E, altitude 465 m).
The specimens were identified as Megophrys omeimontis, a new record of amphibians in Guizhou Province,
China by morphological and molecular compare with the type locality specimen (Fig. 1 and 2, Table 2). The
maximum likelihood phylogenetic tree constructed based on 16S rRNA gene fragments showed that the eight
specimens were clustered with the M. omeimontis from type locality, and the genetic distance between our
specimens and M. omeimontis from type locality was 0.04%, much lower than that between Megophrys
species (Fig. 3, Table 3).
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Table 1 Samples used in this study and GenBank accession numbers for sequences

W Bhr A

Species or the specimen No.

R
Locality

16S rRNA GenBank & 3% 5

16S rRNA of GenBank
accession number

AICHRA Specimen of this study

Uk JE £ s
g s
VK #f s
SR
TR LAl M. wuliangshanensis
K f i M. daweimontis
/N8 M. minor

B Ihlfss M. wugongensis
ZRSEFIE M. dongguanensis
L AUE M. nankunensis
43 M. brachykolos

JUZE LS M. jiulianensis
HifME M. ldshanensis

B s M. boettgeri

FHPESAE M. liboensis

I AERAE M. chuannanensis

B A RAE M. carinense

U )5 245 Leptobrachium boringii
U 1) %2 5%4fs Leptolalax oshanensis

M. omeimontis
M. spinata

M. binlingensis
M. binchuanensis

M. jingdongensis

CS20190518032 ~ CS20190518036
CS20190518038 ~ CS20190518040

KI1Z025765
KI1Z016100
KI1Z025807
KI1Z019441
KIZ-LC0805067
KIZ046812
KI1Z048997
KI1Z01939
SYS a002610
SYS a001972
SYS a004498
ROM 16634
SYS a002107
CIBLS20171101001
YPXJKO033
GNUG20160408010
CIB20050081
YPX20455
YPX37539
KIZ025778

FtIM7%7K Chishui, Guizhou

VU )11 fE L Emeishan, Sichuan
e Ll Leishan, Guizhou
VU)IIEC )= L Wawushan, Sichuan

Z 9K )1| Binchuan, Yunnan

ZF AR Jingdong, Yunan

Z B o &1l Wuliangshan ,Yunnan
2 Kl Daweishan, Yunnan

VY 11553 11 Qingchengshan, Sichuan
YLV I Wugongshan, Jiangxi
I"7R#R5E Dongguan, Guangdong

I 7:74 2 Nankun, Guangdong

w1 [€ %5 Hong Kong, China

YLPG /L L Jiulianshan, Jiangxi
S Leishan, Guizhou
R 7L 1 Wuyishan, Fujian
5t 7 Libo, Guizhou
PU)Il&4T. Hejiang, Sichuan

I~ K¥E 1L Dayaoshan, Guangxi
DY )I1igJE 1 Emeishan, Sichuan
PY)I1igkJE 1l Emeishan, Sichuan

MN781097 ~ MN781104

KX811884
KX811864
KX811852
KX811849
KX811872
KX811881
KX811867
KX811896
MKS524114
MK524098
MK524108
KX811897
MK524099
MKO005310
KX811814
MF285263
KM504261
KX811811
KX811930
KX811928

x2

KSR AR ALSEE (mm)

Table 2 Morphometric measurements on adults of Megophrys omeimontis by Chishui Jinsha Ditch (mm)

HEPE Male (n= 4)

i Female (n= 4)

Y [ A + hrdEzE S SPIME + bRz

Ranging Mean + SD Ranging Mean + SD
SkikK Snout-vent length 58.24 - 63.03 60.40 +2.45 60.40 - 67.90 64.85+3.35
3k# Head length 14.03 - 18.04 16.74 £ 1.85 16.28 - 18.58 17.54 £ 1.05
3L % Head width 19.70 - 22.20 20.88 + 1.04 22.10 - 24.48 23.15 + 1.00
W& Snout length 6.30 - 8.10 7.37+0.76 7.20 - 7.78 7.47+0.31
EAEE Internasal space 5.60 - 7.44 6.64+0.77 6.76 - 7.80 7.21+0.51
R 42 Diameter of eye 5.60 - 6.60 6.25+0.45 6.32 -7.28 6.75+0.40
ARA]EE Interorbital space 3.20 - 4.44 3.91+0.61 4.82-5.70 5.36+0.40
-HRAS5E Width of upper eyelid 5.30 - 6.30 5.76 +0.45 6.28 - 6.98 6.60 +0.30
4% Diameter of tympanum 2.80 - 4.60 3.55+£0.80 4.04 - 5.30 4.42+0.59
A & F1K Length of lower arm 22.48 - 26.20 24.64 +1.75 26.32 - 28.32 27.39+0.85
HIE 92 Width of lower arm 4.94 - 6.16 5.61£0.59 4.26 - 5.62 5.00+0.57
J5 K Hindlimb length 88.04 - 96.50 91.14+3.71 94.06 - 106.08 98.89 £5.17
JBE4K Thigh length 25.93 - 30.02 27.73+£1.70 30.90 - 35.70 32.26 +2.29
JR & Tibia length 30.96 - 33.20 32.02+1.19 32.56 - 36.38 34.53+1.59
JI& % Tibia width 7.40 - 8.57 7.96 £ 0.49 7.20 - 8.20 7.67+0.43
#t /£ & Length of foot and tarsus 32.66 - 43.10 39.06 +4.47 42.14 - 48.10 4523 +£2.93
JE4 Foot length 25.03 - 29.01 26.86 +2.09 27.48 - 29.90 29.02 +1.07




14 KGR SN ARACK BLIRE Fr i <47

U5, AL o S AN S A A € B
K, AR EDY; RRESRAIKE,
JREEBAR THIAR LT (o BEVE HL B N A 3, 25—
CIRAUSH, FEARAAUEE, T
(K1, 2.
22 RERBERRBMBLER
ARHWFFC R RERR I 16S TRNA FER B, 4
X g E BB s — AN EE S, a1 RIA AR
JP AR 528 bpo ASCAT I SOE L H IR B4R
R A GTR + G + 1.

KR RAW IR, TEARK SR
() FH M bR A 5 Uk B A A =™ (DY 10 f 1D
PIARA R E R R (] 3), HZRRE S
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Fig.1 Living individual of Megophrys omeimontis by Chishui Jinsha Ditch

a HHW (3 b, BEIM (35 c. HHM ()5 d BEIM ()5 e. FIEMM (s £ FHMIM () g MIEIHM (3.
a. Dorsal view (3); b. Ventral view (3); c. Dorsal view (9); d. Ventral view (Q); e. Facade view of hand (J); f. Dorsal view of hand (J);

g. Ventral view of foot (3).
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B2 HRKEVDWREREREBIEE (3D
Fig.2 Fixed specimen of Megophrys omeimontis by Chishui Jinsha Ditch (F)

a. MR b, JETOW: c. FHIMM: d FIETW: e MIEHMN.

a. Lateral view; b. Ventral view; c. Dorsal view of hand; d. Facade view of hand; e. Ventral view of foot.
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HE.

3 Wik

FEBYIF AT 2, REHMEE
TEA T3 ARML, DR TE B AR A Hdk A7 % 5
(PR 2012). ITHRBEE /> FHEMH MK
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SN CARE A AR 8 Fh, H
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HERA . I, ASCiHEIT GenBank NS E
AR [ 0 e FLR R 16S TRNA 741,
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SLAERRAE . FEI AL NAE. RS,
. R B IS AR PR S 21N 8.9%
6.9%- 5.7%- 4.9%. 4.0%. 3.6%M 2.8%, Fl
U JE A E RS bR AR (M B A FE BN 0.4%,



X A

ST AR KR B E 1 ofs

« 49 o

98

CS20190518040
CS20190518038
CS20190518035
g8 | CS20190518032
CS20190518036
CS820190518039
CS20190518033
CS20190518034
1% JE fA W& Megophrys omeimontis

93

Lé'jﬁ?%ﬁ & Megophrys spinata
15 R FA WS Megophrys binlingensis
——52JI| /14 Megophrys binchuanensis

37

100

——— AR A Megophrys jingdongensis

39 ToE A4S Megophrys wuliangshanensis
38 j(

Bl 1 4& Megophrys daweimontis
IINF W Megophrys minor
HINLfAYE Megophrys wugongensis
98 IREEFUE Megophrys dongguanensis
9 ﬂ E.fAWE Megophrys nankunensis

56 [ i W& Megophrys brachykolos

2| ———Juk i Megophrys jiulianensis

56 —— & 1L fAYE Megophrys leishanensis
38 E RIAFAYS Megophrys boettgeri
63 ZH UL A4S Megophrys liboensis

JIRG % BBYE Megophrys chuannanensis

99 Lﬁ%ﬁﬂlﬂ% Megophrys carinense

IR JE E24E Leptobrachium boringii

0.02

gk 111 3 284 Leptolalax oshanensis

B3 ZET 16S rRNA ZERFIIMERABERRAURRER TR

Fig.3 Maximum likelihood tree for Megophrys based on concatenated

dataset of 16S rRNA gene sequences

PR B R B AR AR R . CS20190518032 . CS20190518033 .+ CS20190518034 « CS20190518035  CS20190518036 -

CS20190518038 CS20190518039 Fil CS20190518040 SAAH 7t H /K S VDI RAEHIFE w5, HARWF T 515 5

Wk 1.

Numbers beside nodes indicate bootstrap values. Sequences of CS20190518032, CS20190518033, CS20190518034, CS20190518035,

CS20190518036, CS20190518038, CS20190518039 and CS20190518040 were from Chishui Suoluo National Nature Reserve of Jinsha Ditch

area, and the information of other species sequences were shown in Table 1.
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B4 IR eSS
Fig. 4 Habiat of Megophrys omeimontis
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