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Hemiphyllodactylus yanshanensis found in Leye County, Guangxi, China
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Abstract: Hemiphyllodactylus is a genus characterized by high species diversity, primarily distributed across
South Asia, Southeast Asia, and adjacent islands. To date, over 70 species have been described within this
genus. Notably, only one species, H. jinpingensis, has been previously recorded in Guangxi Zhuang
Autonomous Region, China. During a herpetofaunal survey of the Dashiwei Doline Group and Sanmenhai
Scenic Cluster of the Guangxi Southwest Karst National Park conducted in Leye County, Guangxi, China, we
collected two specimens belonging to this genus. The specimens were anesthetized and fixed following

standard herpetological protocols. Morphological characteristics were examined and measured with a digital
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vernier caliper (accuracy: 0.1 mm), with reference to established taxonomic keys. For molecular analysis, total
genomic DNA was extracted from liver tissue, and the mitochondrial ND2 gene was amplified using primers
L4437b and H5934. Phylogenetic trees were constructed using maximum likelihood (ML) and Bayesian
inference (BI) methods via raxmlGUI 1.3 and MrBayes 3.2.4, respectively. MEGA 11 was used for sequence
alignment, and calculation of uncorrected p-distances. Morphologically, the specimens closely matched the
diagnostic features of H. yanshanensis, a species originally described from Yanshan County, Yunnan Province
(Fig. 2 and Table 3). The specimens also exhibited a slightly larger maximum snout-vent length (49.1 mm)
compared to the original description (46.3 mm), although all other morphological traits remained consistent.
Phylogenetic trees based on ND2 sequences confirmed this identification, with the Guangxi specimens
forming a strongly supported clade with the type series of H. yanshanensis (Fig.1). The uncorrected p-distance
between these lineages was only 1.89% (Table 2), which is substantially lower than that between H.
yanshanensis and other congeneric species (4.51% ~ 28.42%), further validating their conspecificity. This
study documents H. yanshanensis for the first time in Guangxi, thereby extending its known distribution from
a single locality in Yunnan Province to the northern Karst regions of Guangxi. The finding highlights the
biodiversity potential of Guangxi’s Karst ecosystems and underscores the need for continued field surveys and
molecular assessments. Additionally, we re-examined historical records of H. jinpingensis from Guangxi,
suggesting that previous identifications may be erroneous or unverified. Further taxonomic revisions and
collection efforts are necessary to clarify the taxonomic status of these populations and to improve our
understanding of species diversity within this cryptic genus.
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Table 1 ND2 gene sequences of genus Hemiphyllodactylus used in this study

. = . A ND2 GenBank J#%1)5
Y Species REGH Locality Voucher ID ND2 GenBank ID
AHFFEHFA Specimen of the study A [E 74 5kl Leye, Guangxi, China NHMG 240709 PV983291
o & 77 SRolk Leye, Guangxi, China NHMG 240710 PV983292
AL 2 Bk H1[E Z= ¥ M1l Yanshan, Yunnan, China APA 099 ON676161
Hemiphyllodactylus yanshanensis 5 72 gg#l1l; Yanshan, Yunnan, China APA 100 ON676162
A1 [ Z F 11 Yanshan, Yunnan, China APA 101 ON676163
& n k5T H. banaensis g WL (02211 Ba Na Hills, Da Nang, Vietnam  ITBCZ 2450 KF219783
HR AN BER H. bonkowskii FEEG AP MEM Mai Chau, Hoa Binh, Vietnam IEBR 4694 MT415553
Bk T AP #5/1 Mai Chau, Hoa Binh, Vietnam IEBR 4695 MT415554
HPEUS - B H. dupanglingensis 1 [E i E§ #S /04 Dupangling, Hunan, China CSUFT 00401 MT576070
o [ 3] B #JE 1% Dupangling, Hunan, China CSUFT 00405 MT576071
rH [ 5 #0JE 04 Dupangling, Hunan, China CSUFT 00406 MT576072
Ml Bk H. dushanensis rf [ 8kl Dushan, Guizhou, China isolate N1 FJ971016
o [ $5 A Ll Dushan, Guizhou, China isolate N2 FJ971017
FismH R H hongkongensis A1 [E] ) 75 B M Huizhou, Guangdong, China GEP 032 OR296302
1 [E it Hong Kong, China SYS 1001735 MF893330
A& BEFE H houaphanensis # 43 £7% Houa Phan, Laos VNuF 1.2020.16 PQ008303
#5343% Houa Phan, Laos VNuF r.2020.17 PQ008304
UK BERE H. huishuiensis r [ 5 M1 27K Huishui, Guizhou, China NJNU h00851 KU519707
r [E 5 M1 27K Huishui, Guizhou, China NJNU h00736 KU519708
m [E 5 M1 27K Huishui, Guizhou, China NJINU h00852 KU519709
m [E 5 M 27K Huishui, Guizhou, China NJINU h00857 KU519710
r [E 5 M 27K Huishui, Guizhou, China NJNU h00858 KU519711
Bl A1) 2Bk FR H. lungcuensis i pE AT B A1) Lungeu, Ha Giang, Vietnam VNUF R.2021.01 OR067852
HEE VLB A) Lungeu, Ha Giang, Vietnam IEBR R.5151 OR067853
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YAl RLIE H. nahangensis #UFE T JE4NHT Na Hang, Tuyen Quang, Vietnam  TEBR 4741 MT711191
it g H Y6490 Na Hang, Tuyen Quang, Vietnam ~ IEBR 4742 MT711192
R B 4P Na Hang, Tuyen Quang, Vietnam  IEBR 4743 MT711193
g 7k 4 Vinh Phu, Vietnam MVZ 226500 KF219798
F il EEPE H. ngocsonensis #FF AP T 111 Ngoc Son, Hoa Binh, Vietnam IEBR 4689 MT415551
it g A1 11 Ngoc Son, Hoa Binh, Vietnam IEBR 4690 MT415552
BT BESE H. pardalis Z&[H W) ¥ Ratchaburi, Thailand ZMMU R-16390 MT656373
Z2[E W) AJF Ratchaburi, Thailand isolate SP—122—1 MT656374
WETCREIRELR H. serpispecus L3¢ 4% Houa Phan, Laos NUOL 00476 MK307996
ML H. vanhoensis #1112 73 Van Ho, Son La, Vietnam VNuF r.2022.07 PQ008305
#1112 3 Van Ho, Son La, Vietnam VNuF r.2022.09 PQ008306
=ML H. yunnanensis #1[E Z B Yunnan, China isolate N10 FJ971025
71 [E = # Yunnan, China isolate N11 FJ971026
71 [E = Yunnan, China isolate N12 FJ971027
FLIREIRELE H. zugi RS Cao Bang, Vietnam IEBR A.2013.20 KF575151
#F5 =57 Cao Bang, Vietnam IEBR A.2013.21 KF575152
8 =T Cao Bang, Vietnam ZFMK 94782 KF575153
) gE DBt WAE 35 Sk &RV, SRR T3k 58,
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Fig.1 Maximum likelihood phylogenetic tree of genus Hemiphyllodactylus based on mitochondrial ND2 gene
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Table 3 Measurements and scalations of Hemiphyllodactylus yanshanensis in Leye County, Guangxi

FrAS Voucher ID

NHMG 240709 NHMG 240710
A Sex ? ?
fA+K: Snout-vent length (mm) 49.1 41.8
J2K Tail length (mm) — 212"
M fi5 BE Distance between axilla and groin (mm) 272 21.7
3k Head length (mm) 122 10.1
3k %% Head width (mm) 8.9 7.7
4% Eye diameter (mm) 2.8 25
&% Supralabials 9 10
&% Infralabials 10 10
A% Chin scales 8 8
1 FEARAR P 7 Bk 14 13
The number of longitudinal dorsal scales at mid-body contained within one eyeball diameter
1 fHRAR P G % 10 g
The number of longitudinal ventral scales at mid-body contained within one eyeball diameter
28 148 T J¥ The number of subdigital lamellae wider than long on the first finger 4 4
B~V IEE “U” Y KMFE Tl Subdigital lamellae formula determined as number of 4554 4-5-54
U-shaped digital pads on digits IT ~ V of hands
25 T i N3 The number of subdigital lamellae wider than long on the first toe 5 5
FN~VHEEE “U” P K Il Subdigital lamellae formula determined as number of 4-5-6-5 4-5-6-6

U-shaped digital pads on digits Il ~ V of feet

* FEAER; — BdERIRME. * Regenerated tail; —. Data is not available.

B2 JEE SRR L BESE
Fig. 2 Hemiphyllodactylus yanshanensis collected from Leye County, Guangxi

a. BREEIS; b, WIZFRA. a. Under anesthesia; b. In preservative.
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FNE S8:-E 2 = VAL S | WA o R e N
ENYa N ETAT sh Y ER At 1 PRAR HIAE S5 A
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DUF R ECET A s, AR T
ZIBYIRI AR S B 2R S IR IR,
N VAT S 2 FETE I ORI 5 8 BRI R 7
WA -

B TRKR. FUOREARFELE S TAER 5

TIFHEET 7R, 72 E0TL
Z % X W
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