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Lycodon gongshan Found in Bijie, Guizhou, China,
With Description of a New Color Type
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Abstract: A specimen of Lycodon was collected from Hezhang County, Bijie City, Guizhou Province, China
during field work in July 2024. Morphological comparison indicated that this specimen closely resembled
L. gongshan (Table 2). The phylogenetic analysis based on mitochondrial Cyt b gene sequences revealed that
the specimen from Bijie clustered with those of L. gongshan from Xizang and Yunnan (Fig. 2). Combining
these genetic results and the morphological traits, the specimen from Bijie was identified as L. gongshan. This
represents the first record for this species in Guizhou Province. The dorsum of this specimen is predominantly
dark black, with irregular orange-yellow bands spanning 1 - 2 lines of dorsal scales, presenting a previously
unrecorded color type for L. gongshan.
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Table 1 Information of Cyt b gene sequences used in this study
5% L
Y% Species FRA5 Voucher ID F=Hi Locality GenBank %%ﬁ
GenBank accession number
YRR E UG Lycodon banksi VNUF R.2015.20 Z 4 1584 Khammouane, Laos MH669272
W ¥R L. butleri LSUHC 9137 =P JiiRIAT=| KJ607891
Bukit Larut, Perak, Malaysia
LSUHC 8365 KJ607892
1EPE AR L. cathaya SYS 1001542 ohE P MT602075
Longsheng, Guangxi, China
SYS 1001630 MT602076
IJE IR L. cavernicolus LSUHC 9985 ISR 74 A B R T M KJ607889
Perlis, Malaysia
LSUHC 10500 KJ607890
WA AR L. fasciatus CAS 234875 4 e R AT KC010365
Chin State, Myanmar
CAS 234957 KC010366
SYS 1002401 i [z F 5 IF Ruili, Yunnan, China MT625862
WBELY L. flavozonatus SYS 1001357 EN R RE AR MT625850
Guidong, Hunan, China
SYS 1001358 MT625851
&I FIRIE L. futsingensis SYS 1001250 ) 4 B Huizhou, Guangdong, China MT625847
SYS 001494 TP E /R PEHE Yingde, Guangdong, China MT625853
Il A3 L. gongshan CIB YN20190286 1 [E Z %7K Lushui, Yunnan, China PP249924
CIB YN201909189 PP249925
CIB 07557 1 [E PG 3 22 Chayu, Xizang, China PP249926
GP 3516 = e KP901022
Lincang, Yunnan, China
GP 3547 KP901025
ANU 20240001 o [H % M B3 Bijie, Guizhou, China PQ505674
ZRBE LG L. jara CAS 235387 4 fu) 50, F3#6 % E: Putao, Kachin State, Myanmar KC010367
ZHEE L. laoensis FMNH 258659 Z VPRI Salavan, Laos KC010368
LSUHC 8481 I FEE 4 Pursat, Cambodia KC010370
X RIS L. liuchengchaoi  SYS 1001654 rh E b AR A E R G | AR X MT625855
h jia National Nature R Hubei, Chi
SYS 1001655 Shennongjia National Nature Reserve, Hubei, China MT625856
BESLEIRIE L. multizonatus KIZ 01623 T E U115 % Luding, Sichuan, China KF732926
SYS 1002411 h[E H 7 BE g Longnan, Gansu, China MT625863
BB L. pictus ZFMK 93746 # RS =T Cao Bang, Vietnam MN395829
IREERE L. rufozonatus SYS 1001770 " E WL Zhejiang, China MT625858
SYS 1002061 P EVLPE 5% Guixi, Jiangxi, China MT625860
WA A IR L. ruhstrati GP 2243 fp 47U Ruyuan, Guangdong, China K(C733208
Y H P L. subcinctus MVZ 291678 El1EZ JE P§3IF. Indonesia MK844529
MVZ 291684 MK844535
= M FHYE L. yunnanensis GP 3288 i [ 2z & # i Ma’andi, Yunnan, China KP901020
A Outgroups
R M Boiga cynodon KU 324614 e TETE AR P8 Negros Occidental, Philippines KC010340
M B UREE Dasypeltis atra CAS 201641 1 F5F EF] X Kabale, Uganda AF471065

DAL AR R AT FUREEFEA . The specimen collected in this study is in bold.
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B1 SEMEEATRERTTIL A (ANU 20240001)
Fig.1 Lycodon gongshan from Bijie, Guizhou (ANU 20240001)
a. AT b MMET: o B d AW e KEM: £ K g KIEIW.

a. Dorsal overview; b. Ventral overview; c. Dorsal scales; d. Right lateral view of head; e. Left lateral view of head; f. Dorsal view of head; g.

Ventral view of head.
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Table 2 Morphological comparison of Lycodon gongshan specimens

FRA5 Voucher No.

. ANU20240001
Hll & Measurements

KIZ730034

CIB07557 CIBYN201909189

B EETT Bijie, Guizhou = #5711 Gongshan, Yunnan PG54k Chayu, Xizang = ##7K Lushui, Yunnan

AT FT This study

Vogel et al. 2011

FIIZE 2021 FHIZE 2021

P Sex THEPE T if4 Subadult & e A Adult & e A Adult & T A Adult &
4K Total length, TL (mm) 505 963 721 732
J& K Tail length, TaL (mm) 119 223 164 153
JEK/4K Tal/TL 0.236 0.232 0.227 0.209
55474 Dorsal scale row, DSR 17-17-15 17-17-15 17-17-15 17-17-15
HE 1% Ventral scales, VEN 202 212 209 203
J& T % Subcaudal scales, SC 78 96 79 82
| JE 1% Supralabial scales, SPL 8 8 8 8
N JE#% Infralabial scales, IFL 8 8 9 8
HE W% Preocular scales, PrO 1 1 1 1
I J5 % Postocular scales, PtO 2 2 2 2
ik Loreal scales, LoR 1 1 1 1
8 3R 44 Ventral bands 31+12 37+15 — 46+ 15
TG Dorsal bands 31+12 37+15 67+28 96 +29
W EIIRT A LIRSS 5 5 _ _
First band at ventral scale No.

7 NIERRRA, “—" RORGRKEHE . <* refers to holotype; “— refers to missing data.

WFEATA] s AL FE 258 0.010 ~ 0.011, 5=
MOBTTAEAR A B FE BN 0.015, 5=k
HEAIYH K FEAR ) ()8t A BE B30 0.016, 57
PRS2 B RE A [ ()AL B S U2 0.018,  #ftize /)N
TR & AR B AR ES (0.074 ~
0.241).

kLR, G560 TR SRS IUR R,
P REG I E SRl SEZN CE Y N s DI LS|
N
3 e

i ESe AR SN ERE LS, Bl
SR ERERRN N : Zr ol B (B
ARAD) BESURIRAE O HA A, SEIT B A
TS R IE T 2 H B (Vogel et al. 2011);
R VTOKFEARRE SRS G (B4
2021); DY JNEEBACAE AR BOU R E ke

(BREEFTEE 2018); VHFES AR A AT A
#th, FEFROAMNAERL, ERIRESA
FUN (B BRhEE 2021). ST EETTREA S ILAT T
HIRWITEA K BRI, HARERESUEAE (L
1 ~ 2T E 5% ), HEESU R B A,
AU R =AY, DTl [ 2 A8 1) e Bt
BT e 5 AT A — @Rt (G ss
20210, SIHNEETTAEACREE T IR TR A A B,
I HTIZ AP 3 1) A S A VR - AR ()1
BERAE) 5T (PSRN, YAt
5 AR B R O AH AT B R 7T

SN EETTREACREE TR 1 600 m 241
BFiEVRASMRAE S, SRAEHRR LR R IR
HEXNAEX, AR2%. ZHWRGEERLXK
ME R SRR . [RIEA B PARTEA T 3
SNIEWE ( Tylototriton kweichowensis) . ST IE
(Achalinus spinalis)+ 515 1&8kiE (Ovophis



59 EEREL: SN

ORI L A el — B (Y

* 779 ¢

1.00
41-00‘:[7 KC010366
MT625862

1.00

KC010365
XA EFRRE L. fasciatus

IEAIREE L. cavernicolus

1_00[ KJ607889
KJ607890

1.00

0.75

1.00

Losor———

1.00]l pP249925 ZRF 47K Lushui, Yunnan
100V Mw353747 Z Rk EDali, Yunnan

1.001 KP901025 = E§lfi¥ Lincang, Yunnan
KC733208 B A¥EE L. rubstrati

I P
KJ607892

0.95[ PP249924 Z R ¥i7KLushui, Yunnan

PP249926 P FEChayu, Xizang

1 0o] MW353748 =BT Dulongjiang, Yunnan
MW353749 = B§JiEIT Dulongjiang, Yunnan
PQ505674 )1 B 35 Bijie, Guizhou

KP901022 Z gl Lincang, Yunnan

I HEEE L. gongshan

1.00

1.00

HIFKEJ® Lycodon 1.00

00— KF732926

1.
1.00r MT625855

[ MT625856

KP901020 %I A¥F#E L. synaptor
BEGUAIE L. multizonatus

MT625863
X EFRUE L. liuchengchaoi

MN395829 #il A¥dE L. pictus

1.00

KC010367 ZEBE A3 L. jara
1.00— KC010368

1.00

1.00f MT625847
[MT625853

1.00; MT625850

1.00 MT625851
1.00— MT625858

l—— MT625860

1.00] MT602075

MT602076

L kco10370 R AIREE L. lacensis
MH669272 BEREFFME L. banksi

FRIE A FEE L. futsingensis

RS L. flavozonatus

FREERE L. rufozonatus

FEPEEIREE L. cathaya

1.00] MK844529

S Outgroups

L. J
| MKS844535 AR L. subcinctus

KC010340 K F #hie: Boiga cynodon

0.04

AF471065 JEYW R GRME Dasypeltis atra

B2 EHT CytbZERFFFIHE K SRR I H TR

Fig. 2 Bayesian tree for Lycodon based on Cyt b gene sequences

TR EHCT N TS SR . b RER 1 (8 22 R BB B A o IR T O AT FEREERE A

The figure beside each node is Bayesian posterior probability. The scale bar represents per unit length of differences between sequences. The

specimen collected in this study is in bold.
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