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Opisthotropis zhaoermii Found in Liuzhou, Guangxi, China
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Abstract: Opisthotropis zhaoermii was previously known only from Guzhang County, Hunan, and Xiushan,
Chonggqing, China. On August 28, 2024, two female snake specimens (GXNU090517 and GXNU090518)
were collected from Rongshui Miao Autonomous County, Liuzhou, Guangxi. The morphological
characteristics of the two specimens were similar to those of O. zhaoermii (Figs. 1 - 3). The sequencing peak
maps of 2 sequences of the mitochondrial cytochrome b (Cyt b) gene were evaluated and manually corrected
in this study, and 31 sequences from 16 species of Opisthotropis were retrieved from GenBank (Table 1).
PhyloSuite was used for Bayesian inference (BI) analysis and maximum likelihood (ML) analysis. The

phylogenetic analysis based on Cyt b revealed that the specimens and O. zhaoermii specimens clustered
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together (Fig. 4), with uncorrected pairwise distances (p-distance) approaching 0 (Table 3), which were less

than the p-distances between species of Opisthotropis (0.048 - 0.187). According to both morphological

characteristics and molecular phylogenetic analysis, the two specimens collected in Liuzhou were identified as

O. zhaoermii, which was a new record species for reptile distribution in Guangxi Zhuang Autonomous Region,

China.
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Table 1 Information of relevant species in this study

ok bk Pz Cyt b HEH B
Species Voucher number Locality GenBank accession number of Cyt b
RS CARBEIT) GXNU090517  #H [l Fa i PV361526
Opisthotropis zhaoermii (This study) GXNU090518  Liuzhou, Guangxi, China PV361527
IR ER e (RIEEARA) O. zhaoermii (Paratype) CIB109998 MG012799
BRI ERe . GEREEARA) O. zhaoermii (Holotype) CIB109999 1 [E# ¥ Hunan, China MG012800
B (BIERARAS) O. zhaoermii (Paratype) CIB110000 MG012801
SYS 1000538 H[H) 7§ Guangxi, China MN890018
TR IREMRE O. hungtai
SYS 1000946  H[E) 7% Guangdong, China KY594748
B . SYS r001423 KY594730
FU G O. andersonii 1 [E| 7% Hong Kong, China
SYS r001424 KY594731
YBU071040 1 [## % Hunan, China GQ281779
FE I JERRUE O. cheni
SYS 1001422 H[EH) %% Guangdong, China KY594741
O. daovantieni ROM FS39306  #%F§ Vietnam MK941140
O. durandi NCSM 80739 RS Vietnam MK941137
J VA ERREE O. guangxiensis GP746 FHE 7Y Guangxi, China GQ281776
WA G O. haihaensis SYS 1000537 H1[H)"Fi Guangxi, China MN890017
IEBR 4329 MG545601
YWHUSHEYE O. jacobi g Vietnam
ZFMK 100818 MG545602
o SYS r001008 i [E 4%k Fujian, China KY594746
UG O. kuatunensis
SYS 1001081 *EJ" % Guangdong, China KY594747
. SYS r001161 KY594738
XICSERRE O. laui # [/ ZR Guangdong, China
SYS r001170 KY594739
SYS r000951 S R KY594743
2% J5 s O. is =)7K Guangdong, China
M4 JEMUE O. lateralis SYS 1001080 KYS94744
SYS 000670 +[E) 7§ Guangxi, China GQ281782
GP647 KY594742
TIpLA W O. latouchii [E| 4 2 Fujian, Chi
RIEBRAE O. latouchi FMNH 26579 i e Fugian, China GQ281783
o SYS 1000841  H[E) 7R Guangdong, China KY594736
MREJERIE O. maxwelli -~
SYS1001053 i [EAfE%E Fujian, China KY594737
SYS r001018 KY594727
EINEHEWE O. shenzhenensis SYS 1001021  H[EH) 4% Guangdong, China KY594728
SYS r001032 KY594729
ZFMK 100819 MG451049
0. voquyi #%FE Vietnam
ZFMK 100820 MG451050

Aspidura trachyprocta RS-134 Wi HL 2= Sri Lanka KC347458
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Table 2 Morphological measurements of specimens of Opisthotropis from Rongshui Miao Autonomous County of

Liuzhou, Guangxi

T ASHE AHEF This study
Morphological trait GXNU090517, @ GXNU090518, ¢

4K Total length, TL (mm) 474 344+ 9
JZ K Tail length, TaL (mm) 94 13+7?
3k Head length, HL (mm) 10.71 9.27
3k % Head width, HW (mm) 8.24 6.76
%) Snout length, SL (mm) 3.06 2.59
1) %% Maximum rostral width, RW (mm) 6.15 5.30
ARMA]#E Interorbital distance, IOD (mm) 4.70 452
R4% Eye width, EW (mm) 1.50 1.39
RN 3 Lk PR 25 134 .
Distance between the lower margins of eye and of the lip, SOL (mm)

JFEK/4K TL/TaL 0.20 —
K3k TE HL/HW 1.30 137
WK/ % SL/RW 0.50 0.49
IR A%/3k K EW/HL 0.14 0.15
B R 23 1B B 2s/5k K SOL/HL 0.13 0.14
1% Dorsal scale rows, DSR 17:17:17 17:17:17
/&% Supralabial counts, SL 8/8 8/9
N JE1% Infralabial counts, IL 8/8 9/9

Wik Temporal counts, TEM

I+1+1/1+1+2 1+1+2/1+1+2

fi % Ventral counts, VEN 150 152
B Rk (XF) Subcaudal counts, SC (pair) 57 10+?
R UL “IE/ AT Beraons 0 7 FoRBEW RMICENERIMHYE:;  “—” FoRBuER%k.
The scales are indicated by a “left/right” number; “?  indicates data that cannot be measured due to a broken tail; “—" indicates that the data

is missing.

2 BhpALK 344 + 2 F1 474 mm, RBE
13 +? F194 mm, kK 9.27 f110.71 mm, k%
6.76 F1 8.24 mm. JCHEFTHE, HE 6% 1 4%, HE
S % 2 A%, ISR T N o B A A B 3
34, WL, FRAS GXNU090517 Z2/4
MHEF TR 1T + 1+ U1+ 1 + 250, ik
GXNU090518 7/ MHES 77008 1+ 1+ 2/1 +
1+2; bS5 8 8L 9 M, 25 5 #5258 6 MAHE.
R 1 M, IR T 2 M RSE 8 B
9. (D

WAREEE 17 17, BR0ER; 1E5%E 150 8¢
152 MG, ALEEA5EHM 1 M B8 57 5t

(GXNU090517), ZAZHEHEF, ffa—Xms
NMG HIRSEFMIAZ R, R R iR
W e — 2R IE ST 2k

80% LR bR A< B AR TS 5 A HE B2 AH [R] 1
KRS, A HTH I NSER 56 I N,
SKERHR A % i Gk AR s IR, I8
4G e AMBE S (GXNU090517) B BT
£ (GXNU090518) (2 1 3),

22 RGREHIT

EEXTJE ) Cyt b BB B K 1060 bp, 3T
DL S0 HE W7 20 A7 R B RALL AR VE AL S 1) 5 A e
oM R G K BN 2R — 2,
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5 mm d 5 mm

1 JEMNTTRUKE R B E 2 Sidkimay

Fig.1 Details of the heads of the two specimens in Rongshui Miao Autonomous County of Liuzhou, Guangxi

a~c. PR GXNU090517 kM. AR d~f FR4 GXNU090518 kM A M, & FAEM .

a - c. Left, dorsal, and ventral surfaces of the head of specimen GXNU090517; d - f. Left, dorsal, and ventral surfaces of the head of specimen

GXNU090518.

B2 IHEMMNTRKEREREE 2 Siik

Fig.2 Two specimens from Rongshui Miao Autonomous County of Liuzhou, Guangxi

av b. bR GXNU090517 FIETIAIMEM: cv d. 545 GXNU090518 ¥ T Al T -
a, b. Dorsal and ventral views of specimen GXNU090517; ¢, d. Dorsal and ventral views of specimen GXNU090518.

PNRLZK I 2 5 5 i J@ An A 5 i e oy SCEL X
RJatkie (Bbad) BA—8B R GRSy
4 1.00 AT 100%, K 4).

IR AR EE R 2 SRR A S
A b T R o S AR S g et A% P 2 4
T 0, MTRKERESZELEKE (0.
cheni) B HIARARBAEFE B (0.053), [A]
I /N T [ g FL AR B ] ()4 BE B (0.048 ~
0.187) (K 3). ARSI E D FRAEK

BN R, BERAT T K S
e B s A AR KRG, A AT
g H —Hrid s
2.3 AR

RN T ROK SRR R 2 SRKRE
B W35 SRR T4 1L A BRI/ K TR B, K
FKREENE . RPN RA (B 5). A BEtE
R S i AR, AR R A (R 20 A TR AT e A
AR F U (Trimeresurus stejnegeri)~ R
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B3 AN REKE R E G E 2 ShRA AR BT

Fig.3 Mid-abdomen details of two specimens from Rongshui Miao Autonomous County of Liuzhou, Guangxi

a~c. FRA GXNU090517 IEERITS T, MITHAMAEE; d~f #5348 GXNU090518 I8 A, M A g -

a - c. Dorsal, lateral, and ventral surfaces of the abdomen of specimen GXNU090517; d - f. Dorsal, lateral, and ventral surfaces of the abdomen of

specimen GXNU090518.
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—‘”OOE KY594743 | WUZRIGHREEO. lateralis
KY594744
KC347458 | Aspidura trachyprocta
0.05

B4 ET Cytb EFFIIMERKERITRE N HATEN R K EH

Fig. 4 Bayesian inference phylogenetic tree constructed based on Cyt b sequences of Opisthotropis

W RSTRAE LA DU R S0/ SO RS SR Y B R FE /3 SCER U7, KT 0.5 8050 BIF “-7 s An R DU ST i =2
s IHLAN A RS AR T RARAR A 5 51 o

Node support values are shown above or below branches as Bayesian posterior probability (BPP)/ML bootstrap support (BS), with “-” for values
less than 0.5 or 50. The scale bar is the branch length of Bayesian inference tree. The sequences in bold indicate the specimens collected in this

study.
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B 5 BRERIE GXNU090518 KA B
Fig. 5 Specimen GXNU090518 of Opisthotropis

zhaoermii and its habitat

W u ( Bungarus multicinctus ) « 25 K i ¢
( Oreocryptophis porphyraceus ) « # 7 ¢
(Ptyas major) FIZREEII I (Pseudocalotes

microlepis) 5.
3 Wig

RIE Ren 25 (2017) X 1R G B de Fh 4l
(Opisthotropis latouchii group) XI5y, 1%
Jatghe (O. latouchii) 5K JE T 1L
BSEAEIE R . X IR E R X ) T LR S i i
VRFIELE T 75 50 By 28 2E0R ] R AN T 0
0, PRATEIER A NSUE RN T iR
S BT 0 (B R B AH B N SC 2, A L[]
ARAZICRERE (Ren etal. 2017) . F T iXSE T A4E
ik, AT AT A T R K P R E IR
KW 2 FERiEIAL AR KGR, 7
T RARKERR[LERMENH, T FEHIN R
B 6 BRI G W e JE AR A 5 8 5 W e
R T R S B R SR AT B — N R R
B, D TSR

FERBE AR b, ORI IR AR e ) X
BT EAR, S T T SC R AR
HRPR S R, ELRFEES 490 km A5, TEIH)
i B3R TV SR i il e g (9K R4
1999), 5lA IR J5 b i o) — 7 A M 8 PO 1L FL4Q

FEESZ) 500 km (ZERIEE 2025). Ren 55 (2017)
AR = i P ol SCEL SR AR B AR A TE ZR MR HE
X KA/ S L, 2EREE (2025)
RILIFR AR T =R 75 1L = F R R B iR
BLbh R — S SR I A3k 5%, T H ik
HCREE RN 2 SARAIE R [AIFE A 1L 23 B% 5532
KRGS PR B . AR KT B IRE 1
SRR C AN ARYE, FE TR AR A R,

Z ¥ X W
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