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Abstract: [Objectives] The Irrawaddy River is one of the major rivers in the Indochina Peninsula and the
largest river in Myanmar. Its tributaries in China, the Longchuanjiang-Ruilijiang River, Dayingjiang River,
Dulongjiang River and Mengnaihe River are rich in fish diversity, with a total of 84 fish species recorded. Due
to insufficient sampling and diverse river habitats, there are still species that have not been discovered,
described or documented from the basin. Several fish surveys conducted between 2021 and 2024 in Gaoligong
Mountain (in the Irrawaddy River basin) of Baoshan City and Dehong Dai and Jingpo Autonomous Prefecture,
Yunnan Province, found four newly recorded species of freshwater fish: Triplophysa nujiangensa, Homatula
pycnolepis, Psilorhynchus olliel and Glyptothorax longinema (Fig. 1). [Methods] In this study, the collected
specimens were identified and morphological characteristics were described with reference to research
literatures of Triplophysa, Homatula, Psilorhynchus and Glyptothorax. Based on COI gene fragments,
Bayesian inference tree was constructed by Phylosuite 1.2.2. All new sequences in this study have been
uploaded to NCBI GenBank, and other sequences were obtained from NCBI GenBank database (Table 1).
[Resultd] In this article, the four newly recorded species are described, morphological photos (Fig. 2, Figs. 4 - 7),
morphological (Tables 2 - 5) data for identification and phylogenetic tree (Figs. 3, 8) are also provided. Based
on morphological and molecular evidences, the specimens in this study are identified as T. nujiangensa, H.
pycnolepis, P. olliei and G. longinema. [Conclusion] The first two species are the first records of two genera
Triplophysa and Homatula in the Irrawaddy River basin. The third species represents an extended distribution
of the Psilorhynchidae in China outside the Yarlung Zangbo River basin in Xizang. The last species, so far
known from the Nujiang and Lancang Rivers, is the first record in Irrawaddy River basin. This study provides
basic data for species identification of fishes in the Irrawaddy River basin of China, and a scientific basis for
the investigation and conservation of fish resources in the Gaoligong Mountain area.

Key words: Yunnan Province; Irrawaddy River; Triplophysa nujiangensa; Homatula pycnolepis, Psilorhynchus

olliei; Glyptohorax longinema; New record
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Fig. 1 Distribution of 4 newly recorded fish speciesin the Irrawaddy River basin, Yunnan (Approval number:
Jing Shen Zi (2025) G No. 0393)
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Tablel Samplesand GenBank accession numbersfor sequence used in this study

- 2% = L
1Ak Taxon GenBa(liglaigeif)}:rrllﬁ?l?l:]:erifiCzl gene R Source

fr’ij’jféhm . PQ676269 - PQ676273 AHFFE This study

AL R T. nujiangensa PQ676274 AWFFT This study
KU558007 Lietal. 2017

2 [ IR T, angeli NC065113 GenBank

/INFR 757 B R T, microps KUS557986 Liectal. 2017

Rt = JE 6 T, anterodorsalis KJ739868 Que et al. 2016
NC024597

DL PG SR T. bl eekeri NC018774 Tang et al. 2013

JE 2T 58] T, brevibarba KY971608 Zhang et al. 2018

iR w IR T, brevicauda MG238300 GenBank
KT213588 Wang et al. 2016a

5 w5 S T, stewarti KT213605 Wang et al. 2016a

A LK T. stenura KT213604 Wang et al. 2016a
KX354975 Yan et al. 2016

EL A = SR T. grahami PP114297 GenBank

VE = R A T, tibetana KT122845 GenBank
KT224364 Wang et al. 2016b

A7 w R T, orientalis KT213599 Wang et al. 2016b

I S5 8 T. leptosoma KT213593

76 & = JR 6 T. xichangensis KT224366

M = R 4% T. pseudostenura KT213601 Wang et al. 2016a

F5TH = JELH T, venusta KT008666 Wang et al. 2016b
NC029330

i = JR K T, stoliczkai JQ663847 Lietal. 2013
NCO017890

4677 75tk Barbatula nuda KF574248 Zhao et al. 2015

2k Glyptothorax sp. PQ676267 AHFFE This study

Kgig fask G 1onginema PQ676268

Kzl G longinema HQ593573 Jiang ctal. 2011
HQ593569

=gk G trilineatus DQ508077

KRG Mtk G longicauda HQ593578

e sk G longjiangensis DQ514350

Wz sk G ngapang HQ593571

P S Hatk G minimaculatus HQ593579

ki gk G granosus HQ593575

LIL Mk G zanaensis HQ593574

T Lk G dorsalis DQ514344

Fif 2k G burmanicus HQ593567

E#f Bagariuslica DQ508069

BEEEESL O + 10, TEPH 6 DMHCIRPLHE, HHE  MASEHIRL.
HA32, MR TCBESE T BURF ALY & B IRAR ) K A R R TR S BOUR 1 ¥ M e T B P R
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Fig. 2 Triplophysa nujiangensa from Longchuan River Drainage, Tengchong, Yunnan

a. WM (BRRS K12202200032) 5 b, HUSHBIZHIE (FRAsS K12202200037, A4 47.2 mm, #EPE) 5 c. HEvEMEETSTE bRk
5 K1Z202200037, A4 47.2 mm, HEPE) 5 d. HEPESKEONIIE (R4S K1Z202200037, A4 47.2 mm, HEE) 5 e FlE.

a. Lateral view of live body (KI1Z202200032); b. Ventral view of mouth and lip (KIZ202200037, standard length 47.2 mm, male); c. Dorsal view
of pectoral fin (K1Z202200037, standard length 47.2 mm, male); d. Lateral view of head (KIZ202200037, standard length 47.2 mm, male); e.

Intestine.

T RGUR B W RN, R HEN/MNLE
3 B R )RR A (PQ676269 ~ PQ676271).
KHEFERAN 2 RBeEEifEirAa (PQ676272
A1 PQ676273) 5K H VL AL iy JE by A<
(KU558007 Al PQ676274) B A FE 3L i i
—3 (E3), 2E—NRREME. BF, ETE
AR, X AR AT DL E NI
2.2 Z&f 528 Homatula pycnolepis Hu et
Zhang 2010 (/& 4)
Paracobitis anguillioides non Zhu et Wang:

Yang, in Chu & Chen, 1990 (iE#. {RILTLZE ).
Homatula pycnolepis Hu et Zhang (#H F45
TK25) 2010 (8IJI[HEMIT), &It 2012, Min
etal. 2012 GGV A&YL. BT,
KiAlbrAs 18 J&, (K1Z2021000080 ~ KIZ20
21000097, AKTEH 52.3 ~ 143.0 mm), 2021
9 14 H, RA =M R ILT ek 51T
SO (& 1, 24°36'30" N, 98°39'36" E,
W 1522 m; Zevh. AR IR AR,
EbxfbrA 5 B (K1Z1998004811. KIZ
1998004812 KIZ1998004815 . KIZ1998004816,
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Table2 Morphometric data for Triplophysa nujiangensa from Longchuan River Drainage, Tengchong, Yunnan

Ji [# Range SFHIME + ArdEZE Mean + SD

fA+ Standard length (mm)
{4 43 L Percentage of standard length (%)
4= Total length
kK Head length (dorsal)
T k& Head length (lateral)
B HETT IR Predorsal length
HEHERT IR Prepelvic length
JE 5 R FE Preanal length
AT TR #E Preanus length
Ji#& 7 BE Prepectoral length
MR 83k 71 Head depth at eyes
#0175 3k 7 Head depth at nape
& fLAb 3k 9% Head width at nares
K3k % Maximum head width
fi& 42 21 AL Body depth at dorsal-fin origin
#E3 fUAL A B Body width at dorsal-fin origin
gD 15 404 52 Body width at anal-fin origin
JEWiTE Depth of caudal peduncle
JEMIK Length of caudal peduncle
1 Snout length
R 1% Eye diameter
AR [E]#F Interorbital width
&K Length of dorsal fin
R HEK Length of anal fin
5K Length of pelvic fin
flig#E K Length of pectoral fin
Tk K H 4> b Percentage of dorsal head length (%)
1 Snout length
R 1% Eye diameter
AR [E]#F Interorbital width
AR #53k %1 Head depth at eyes
#01 k 7 Head depth at nape
E.FL4b 3L 5% Head width at nares
K3k 9 Maximum head width

El

El

IE I T 31 W

49.2~61.1 56.3+14.2
117.1 ~121.1 1194+1.4
19.6 ~20.9 20.3+0.4
204 ~21.4 20.8+0.3
50.8~553 532+1.5
50.9 ~56.9 54.0+2.0
72.5~71.0 75.1+1.7
69.1~743 722+1.8
17.8~213 20.0+0.9
75~93 8.5+0.6
10.3~12.4 11.3+0.6
7.8~10.3 93+0.7
12.1 ~14.2 12.8+0.7
10.9 ~ 18.6 13.3+£2.2
9.0~144 102+1.9
54~6.5 59+04
7.0~7.7 73+03
153~19.5 174+1.3
7.8~9.7 8.6+0.5
32~40 36+03
44~52 49+0.2
17.2~20.7 18.8+1.0
14.8 ~16.9 16.1 +0.9
147~172 16.2+0.8
19.0~21.8 20.5+1.0
37.5~46.2 424+£2.6
154 ~19.1 175+ 1.1
21.4~253 24.0+1.1
36.9 ~46.4 42.1+£3.0
50.5~61.7 55.6+3.4
38.6 ~49.1 459+3.5
58.9~723 63.3+3.7

KI1Z1998004821, A | 63.0 ~79.0 mm, =
FRHEES) IR EEXfhrA 3 & (SWFC
1610006, 1A%, 4K 120.0 mm, FEITEEPS I
kf: SWFC161007, SWFC161010, FI#:, 4K
VG 117.6 ~ 118.7 mm, HRITEEA A, HxT
FrAs 5 E(SWFC1902001, A%, /4K 136.8 mm,
BT IR FEA FEAR I ;. SWFC1902002 ~ SWFC
1902005, FEIL, AKIEH 94.2 ~ 107.7 mm, &

TIRRIEM AR HEXFRA 5 B (SWEC
0309082, 1EMH, fAK 105.4 mm, BT <,
SWFU0309078. SWFU0309081. SWFU0309
084. SWFU0309086, i, 1AKIERE 97.9 ~
115.7 mm, KT 2 WXiEA 5 2
(SWFC0612057, IEE, &K 89.7 mm, KE
=K 2 KR, SWFC0612016. SWEC
0612062, SWFC0612072. SWFC0612073, H##,
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1

0.68| 'PQ676273

PQ676272
0.54 - PQ676271

RS LR
Triplophysa sp.* Irrawaddy River
Basin, Yunnan

Nujiang River

KU558007 %115 B4 T. nujiangensa Basin, Yunnan

K1Z050422004 45 B 5 28k T. brevicauda

0.94L KT213588 4 R JEik T. brevicauda

KT213605 HIZE R 8K T. stewarti
KT213604 4R R T. stenura
KX354975 4 Rk T. stenura

1 rKT122845 VU R T tibetana

KT224364 Pk JF6k T. tibetana

KU557986 /MR & 58k T. microps

0,92{ KJ739868 Ri#E & 5tk T. anterodorsalis
NC024597 Hij#& = 8k T. anterodorsalis

0.88

1 ‘NC018774 N KRR T. bleekeri
NCO61513 2R JEMK T. angeli

1 [ KT008666 751 i Rk T. venusta

1

—

INC029330 i JE#k T, venusta

—— KT213599 55 & 5tk T. orientalis

KT213593 IR R RS T. leptosoma
KT224366 Wi B &5k T. xichangensis
KY971608 &/ 788k T. brevibarba

J1Q663847 B R E JE8HK T. stoliczkai
NC017890 £ K& 5k T. stoliczkai

0.04

PP114297 BHAS JR8)K T. grahami

KT213601 IR 4E = Rk T. pseudostenura
KF574248 4t 54518k Barbatula nuda

4p# Outgroup

B3 T COl ZEFF3 K ReH R Y It b
Fig. 3 Bayesian inferencetree of sampled Triplophysa species based on COl genes

B AR I SR SRR AN A AT SR B o S BT, FARAME B o 1 A R BE R DU R e s b ROA D 4

Wi s

The individuals marked with the asterisk are Triplophysa come from Tengchong and Yingjiang in this study, and the information on sequences

from other species was shown in Table 1. The value at the node represents Bayesian posterior probabilities; the scale is the branch length of

Bayesian inference tree.

EKSEE 57.5 ~ 1223 mm, KHZ KR 2 3%
2, LxthaA 3 B (SWFC1901005, I1E##H,
K 106.8 mm, B TR ZE R ZE AR K
SWFC1901002. SWFC1901004, @I, &K G
96.3 ~98.8 mm, & T RIEFTFEAR K,
AR HEHENEREILE 3. 14
W, HEERTICOR I E I, MEMME, mE

BT . T ERECRER B Sk AR A T B AL R 2218
BTt WEERILTE, R AT g
FFHrn (B 4a~c). MABANGE, M. AEHLEE
FGg. R . SRR, k98K Tk
o WL, WIKAET B TR K. HRAD,
_EAT o BRIAPAH, IR EEE L NIRRT 1.3 ~2.2
o HITJo S AL AR AR, A 1) o B 420 MR iy
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%, WS T—HED. O BE, &
ARG FEMM, FEERERZ. ER6E
WeEsER, FaihEANERE, 5 NaH gk
BT (B d4edo AI=XF; WZmiss, Pl
WIZRAS K A, A2 I 1 A 200 5 3R
BAMEELL; DMA—X, B, Kl
IR EGEE IR G % . M4, EaAkT
LRI R R EE LR, 29 82 ~ 97 MUZRAL.
SLERM LIRS R G AFEIE FEFL4+7(5) ~8
(10), HE R 7, BBUESL 3, TE-RGE
L 10. HHEE 4 +42~43,

g iv, 8/, FEHES & FEUT Y A
e MBI, ANEIAIE . MfEs 1, 10~ 11,
R I A I L I A 0 R ) P
SRS . JEEESE 1, 7, HEEE S ST RN
AN B 2% B — R o R i S5 AR R, AR o S e
FEIEIE . RS EEFE I ST 2 R BE RS I A, EAS
KT, PR IE . gy, 5',, i
S B SET R B I AN R R R RS, K fe
I R RIS S BRI . R

fig 2% 9 + 8, ~FAREMM . AT A0 M b 25
P EAREERE, O BRI R B B R
St AE AN B AR Ao LTS T 6 0 i T
771 B2 ANMREREERE. B B2 (B 4D

. SRR AR S HE 1, AR
Ft. RNEBOLS. RIEREG, SR
o, HiE. REERE G, Mt BEER e (&
4d)o T5% LEEEBIRAF IR A, R t, 18
R A ARMIE 13 ~ 23 FWERILL TR
)15 %, BUR 20 S, FEHERHIE, A
SRRSO 5, 18] AT I R SUZ BT M i
SRS HR A VY HERE (O R A S, IR —
M 2. Vimist, S5, Wl
FRVR B T B e T . RRBE L AR AL 1 URHE TR 4L,
HHEE 1| RIAHB OB . KB RINR B,
23 BEK#HWYH Pslorhynchus ollie Conway
et Britz 2015 (/& 5)

Psilorhynchus olliei Conway et Britz 2015
(Type locality: Ayeyarwaddy River drainage,
Kyari Chaung, Kachin State, Myanmar).

B4 REZEERERNIIK RS 8D &5

Fig. 4 Homatula pycnolepisfrom Longchuan River Drainage, Longling, Yunnan

a~c. FpAM. a MIE, b. I, c BHEH R4S K1Z2021000091, AK 1049 mm) ; d. WHER (G .

5 KI1Z2021000091) ; f. JJE (FpA'S K1Z2021000092) .

e. USRI (brAg

a - c. Lateral, dorsal, ventral views of body (K1Z2021000091, standard length 104.9 mm); d. Living view (photo by QIN Tao); e. Ventral view of

mouth and lips (KIZ2021000091); f. Ventral view of intestine (KIZ2021000092).



©22 . 242 & Chinese Journal of Zoology 60 &

K3 RE=HEEREKN L P D XML ST
Table3 Morphometric data for Homatula pycnolepisin Longling County, Yunnan

Ju il Range SEYIME + AR#EZE Mean + SD

fA+K Standard length (mm)
& E 43 b Percentage of standard length (%)
4K Total length
12k Head length (dorsal)
i Sk Head length (lateral)
W HERTPE Predorsal length
I 4E R EE Prepelvic length
R&AERT IR Preanal length
AL THTEE Preanus length
Ji6) 45 T PE Prepectoral length
AR5k =1 Head depth at eyes
#i1 Jk i= Head depth at nape
2. fLAb 3k 5% Head width at nares
K3k 5E Maximum head width
&2 1 A4 Body depth at dorsal-fin origin
fig T 2 A0 4 B Body width at dorsal-fin origin
BT S AL A 55 Body width at anal-fin origin
JEHi = Depth of caudal peduncle
B Length of caudal peduncle
W Snout length
R 1% Eye diameter
AR [ B Interorbital width
&K Length of dorsal fin
R fE K Length of anal fin
g #E K Length of pelvic fin
Jif &+ Length of pectoral fin
LK H 5> Lk Percentage of dorsal head length (%)
W Snout length
R 1% Eye diameter
AR [ B Interorbital width
AR #5471 Head depth at eyes
#0153k 7 Head depth at nape
B.FL4b 3K %E Head width at nares

TF Ty H1 o

il

52.3~143.0 65.8+14.2
117.5~122.5 1202+1.3
20.0 ~25.7 22.5+1.7
20.1 ~31.5 24.0+3.3
444 ~49.9 46.8+ 1.6
49.0 ~56.2 51.6 £2.0
77.4~84.0 80.5+2.1
72.0~77.0 744+ 1.6
20.0~32.4 243+34
9.1~132 10.1+£1.1
11.9~183 145+1.7
7.5~12.9 95+13
129~183 154+1.5
15.0~22.0 182+2.0
11.3~16.3 13.8+1.6
6.9~10.0 92+0.9
9.9~14.6 120+1.2
11.1~17.0 139+ 1.6
7.0~12.5 10.0+ 1.5
42~6.6 49+0.8
6.1~9.0 7.5+0.9
26.0~33.3 295423
13.6~19.2 16.8+2.1
11.1~18.1 153+£22
16.1 ~24.3 20.0+2.7
35.1~48.7 44.1+42
18.2~25.6 21.7+£2.1
30.4 ~36.1 334426
409~513 447429
59.1~71.1 64.3+3.4
36.5~50.3 423+42

KAAR A 6 B (K1Z2023000054 ~ K1Z2023
000059), KK VG 44.5 ~48.1 mm, 2023 45
A 13 HRH = 8 8 7 B SO B I M &
L EL ARl T (B 1, 24°42'00" N,
97°34'06" E, ##{k 296.9 m; XIHAHRE).

AR : HEFENESHELE 4. &
ERAFEE, S%2HRER, Sesf g
e, MEmFE, wrEidR, AN
B, JE iR R, AR (Bl Sa~c). Skih,

B, Wi, MRKAE TR
o OBUN, BIUE, MMLHIEM. YIRKIE,
BE, AR, LEIVE, SWREE,
R IT. B EESE, REhM, 2
W, 5 EaRENS. TES TRy
B, REMWE—ERARNAN, BR—EE
W, ATFRJEITE. IR Bk S SE A
JE I BA BN LR IR (B 5e). IRK,
BT SR 07, ARIAIRR e~ 4H . BROK, A7
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Bl 5 XRBZMELFELRILKRKEKEYE

Fig.5 Psilorhynchusalliei from Irrawaddy Drainage, Yingjiang, Yunnan

a~c. FRAM: a. T, b. T, c. P bRAS K1Z2023000054, 44 47.5 mm) ; d. &R e. DB PRI R (bR A5 K1Z2023000054,

K 47.5 mm) .

a - c. Lateral, dorsal, ventral views of body (KIZ2023000054, standard length 47.5 mm); d. Lateral view of body for freshly captured individual; e.

Ventral view of mouth and lips (KIZ2023000054, standard length 47.5 mm).

T3k Ja B b, HR B R sE e, SALECK,
PLFHRAT, SEFL/DN, S50 S ERIRAE A, AEHD
B1h, HEEEE 3 2%, Al —FARE VN, A
RSk o A AR O/ [ B, B K DL B IX
BRRREE O, I ) A 00 2 1) A ) B
K, Migksess, FH, ATB R LS.
g% iil, 95 EEESK i, 6; JEEETLHES
10+9, Hfgzkv, 9; Mg, 6~7. 15iE
TElER, AN, A A TR 2 2 1T
Ry RN Rl =Y B ST TR

Ji& o MREERT AL B AR R, FEEEK, 8K,
HEZWADEEE%, RKimANSMEEEE s . g
R T TS BB T S S S AR i 25 R R R
FEC o5 P R A LA /N T BE R B8 L S B S . T
VAR IR EERES, gy X, JRrtugla, bot
BN O, 2R 31 ~ 32, JRfgkE
T 2 K. HHER 16 +16 =32,
M. EREA, BiEREG, GROEER
X AR R AR AR T, AU AN T [ %
Rl s B, S B EEE 1 S R,
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Table4 Morphometric datafor Psilorhynchusalliei in Yingjiang County, Yunnan

6 1# Range SPEIME + ARfEZE Mean + SD

A+ Standard length (mm)
A& H 43 . Percentage of standard length (%)
18 Sk K Head length (dorsal)
B HTFE Predorsal length
& RTEE Prepelvic length
JEERITBE Preanal length
NI TR Preanus length
ik #& 77 P Prepectoral length
852 15 4047 Body depth at dorsal-fin origin
JEA = Depth of caudal peduncle
JEMWIK Length of caudal peduncle
K Length of dorsal fin
g Length of anal fin
&K Length of pelvic fin
Jii fE K Length of pectoral fin
513k K H 4> Lt Percentage of dorsal head length (%)
3k %% Head width
3L Head depth
W1 Snout length
iR4% Eye diameter
AR A #E Interorbital width
[ %% Mouth width

44.5~48.1 463+1.3
19.4~21.5 20.4+0.9
44.1~473 457+ 1.1
50.3 ~54.8 51.7+1.6
77.6 ~81.1 76.5+0.5
56.8~59.8 57.8+1.0
18.1~20.3 19.2+0.7
19.4~235 213+1.7

85~94 9.1+04
143 ~15.7 152+0.5
22.1~242 232+1.0
13.3~16.5 153+0.5
19.2~20.9 20.1+£0.7
24.4~27.0 255+1.2
73.8~84.9 79.1+£3.8
61.4~72.0 67.5+3.1
46.5~53.6 49.8+3.5
33.4~38.0 357+1.7
41.3~473 449+22
27.5~322 322+1.7

LG B R A 6 MERPEER, 4 M T
G RZG . M A 6 MR T HE Y
BEH. Wt — AR B Ak S IR 5 3
i 2% AV BB JIEE ) oy R 0B 2% o S U BB AR . R
BEFER A AN B EEZE, FTHEARH,
REEN Y X AL R RA R, TRl R g
REAE “V” I (& 5d).

BRIk, TSR, AU AL
JE B AR W) £
24 KFE sk Glyptothorax longinema Li
1984 (&6, 7

Glyptothorax longinema Li (ZE#{% ) , 1984:
81, Bl 6( &= FE7NEE, BRI /K & ); Jiang, Ng, Yang
& Chen, 2012: 165 Fig. 5, Fig. 6, Fig. 8.

Glyptothorax rubermentus Li (Z=R7%)
1984: 83, &I 8 (mEgtRLL, WVEITKRD .

Glyptothorax zanaensis iz &, R#EZ,

1992: 532, K 146,

Glyptothorax zainaensis #§ri%, HRH;,
EMA, W s, B, 1990: 187 (¥
) s ME 1998:298, 217, #HKE,
KE:, W KBTS, 1999: 146 GEB4)

Glyptothorax aff. zanaensis Jiang, Ng, Yang
& Chen, 2011: 61, Fig. 3 & Fig. 4.

AR 8 B, (K1Z20240000167 ~ KIZ20
2400174), AKIEH 62.2 ~ 84.5 mm, 2024 4F
3 H 22 HRHE 2=’ 4 85 e i sl 3 6 N &
B B VHEAMEMIT (K 1, 25°03'42" N,
98°1022" E, ##K 1099 m; ¥ 57K,

AR, TWERENEHENE 5. K
R S i 1Y I AN = €% N g AL/ DTy =B
SRR, RIRT R 2 eI R T
I TR S LA T R 8 6 2% kS A0S 5 KA 2%
JEER R L (B 6) o RFR R R,
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B 6 XHEzMARILKERKKIASHIBHR AR

Fig. 6 Glyptothorax longinema from Daying River Driange, Yingjiang, Yunnan

a. fUTH; b, ;o MEIH (BrAS K1Z2024000169, A& 84.5mm) .

a - c. Lateral, dorsal, ventral views of specimen (K1Z2024000169, standard length 84.5 mm).

BORYI ST EATAE AR s JCH AR N2 A i
O R . Mgk a, AT, Mgk
NLEEIR ARG, BT E =M, L5
H, NSEIEE] 2%l

K5, MTEE 2 =M1E, M EmEY)
RS, BT EfL S n S LA SR T

HRAN, BIE, f Skl iihc. S8LK, MR
B N HEAR RS 20N AR, &
i 28 g F RS a5 . S ZET A, SR ERANEHRHE .
PR ZBZTSE i 2 i B e AT, SMIZAR T P
MR, SEAR e . DR, R
fr. EaAAH A, DGR R .
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7 REZEELHKRASMLE GEERD

Fig. 7 Glyptothorax longinema from Yingjiang, Yunnan (Living view)

db

1 86 T BRI SRS S PR R AN T B ) i PR
B, W% 1, 6; WEEMURINRA, Aot
R RSN, IREENTSHE, RE2E=MF, K
i . REESCIK, R b, JEES
i, 7, 8, i. BRI TIEEESERE T
WEHY, RAES i, 10. MEEEESK 1, 10, [EEEE
WANEO G, MR 9~ 11 FEd. JEEEH S
R F iRt mm B N e, 851, 5
R S ANTE S R

o B AR A S B A 4%, R IEINIE,
T ORIl T e R T A . PN A
=R B RSB B SUX . U Ak
P IAAB ST Ao [ BT AMI AR

Rt AR SR I S M e e, Sk
B AR IR . MBI, 24K
FEOTT . A 08 EAR I, HoAh XI5t 5
FFEY (B 7D o 10% P EELRAFI: SR B i
WS MRS . kA AR AT, Sk
TR _EE AR R AR, B0 BB
BRI . TR R b FE IR AR 5%
TR G 2 (H 8] SR B T 2 A BE R . )
LRI — BB T EEFIE EE ) i 5
g, PE =2 —ER IR T, Mot XI5
T A I W o B N R A T T 608 2 B £

HilE = 2 — iR t, HALX ISR EE
s BEIHE 2k o is . IREE ISR AN 43 0,
HARMOHE . RIERT, #8%RumiTiZE .

COl FF 4. AW TR T K 3 E &
T AP BL YT AN 43V VL 1) S sk 4 el
COI %[ 7% (GenBank &3¢ '5 W#E 1), 3t
AW I T 51) B J5 DR O P 4800 7 471 )
I RGR B ER, K H BRI S
#ENRA (PQ676267) 5K H R SHGTLATK
IR kAT AR SR R e B SRR — 3 (BT 8), R —
MNRRBE. LTRSS I, A5
[Rbm A 5 e K2 s itk .
3 Wik

o iR itk e £ S PR IR 1 R Ak 5 — T
AT 9 B R I X A o e AR
FEVA BRI AR T 110 v A i P SRR I A
SERIFERYE, 2 H AT H PR R 21
J&z—, SHHCIGHET 190 NME B GREN
& 2016, Froese et al. 2024), FERRHE FLIEIL
IKRIMOR S DR X 2 A . BRIRAE G
7 PURYL /K R0 BT i JR AN 73X — 43
M E, WESET LR T BRI
N SRR HEN (FR/NES 2013).
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K5 REZHEATLENKASRGTE SR

Table5 Morphometric datafor Glyptothorax longinemain Yingjiang, Yunnan

Jt Il Range SPEIME + ARfEZE Mean + SD

A+ Standard length (mm)
A& H 43 . Percentage of standard length (%)
4= Total length
3k Head length
S HERTFE Predorsal length
FEHERT IR Prepelvic length
JE 5 R FE Preanal length
AL THTEE Preanus length
Ji#& 7 BE Prepectoral length
W EFE K Length of dorsal-fin base
JE g FE K Length of anal-fin base
BfiE 3+ Length of adipose-fin base
& - Mg & E Dorsal to adipose distance

-2}

|41 J5 #H Post-adipose distance
ke 15 4b 1A 5 Body depth at dorsal-fin origin
AL T4b 4475 Body depth at anus
JEMITE Depth of caudal peduncle
JEMIK Length of caudal peduncle
&K Dorsal-fin length
#1534 Dorsal-fin spine length
flig %+ Length of pectoral fin
Jig#i& i Pectoral-fin spine length
J5i#E K Length of pelvic fin
SkK 73 L Percentage of dorsal head length (%)
3k & Head width
Sk Head depth
MR8k 75 Head depth at eyes
W1 Snout length
fR4% Eye diameter
AR [F]#E Interorbital width
751 Nasal barbel length
A2l Maxillary barbel length
P ZiZIK Inner mandibular barbel length
#1ZHK Outer mandibular barbel length

62.2~84.5 721494
120.9 ~126.2 1229+22
233~252 242+0.7
30.1 ~32.2 30.8+0.8
47.0 ~49.6 483+ 1.0
65.2~68.0 66.8+ 1.3
59.6~61.6 60.5+0.6
16.8 ~20.1 18.8+1.2
122 ~14.8 129+ 1.1
12.6 ~14.9 14.0+£0.9
150~17.4 16.0+ 1.0
20.9~252 233+2.1
14.7~17.2 15.7+0.9
153~194 164 +2.0
13.1~15.1 13.9+0.9
7.6~8.6 8.0+04
17.8~19.3 18.4+0.6
182~194 18.9+0.5
10.5~11.8 11.3+£0.6
21.0~22.8 22.0+0.8
12.5~143 13.2+0.7
15.7~17.0 16.3+£0.5
77.3 ~81.7 798+ 1.6
51.7~63.6 56.8 +4.7
43.0~49.9 44.1+3.6
49.3~52.5 51.5+1.3
89~114 99+1.0
20.9 ~28.5 23.7+2.9
23.7~343 28.9+4.0
76.7~91.4 84.7+£54
30.1~33.3 31.6+1.3
46.3 ~54.4 50.5+3.3

EAERNZ, X TIHE FLRITKRID
SRR SR R bR A, S5 bR AR 4772 DA
NHMMZES: Bk, TR KRT
VL i JE SR A S MBI R g (R K S
JE &S S5 E I 60.5% vs. 56.2%), LA K B K
(3kER Gk oe kK1 63.3% vs. 70%) . HIK,
THEWEHAARNIE ORIKERERA: B
e “U” I8 KM E, 1585 S3rm

I, MEAEB RS AN, BRI L
“77 o vsHERFRA: BKAEEET ST 3 A
W, G IREOY ) o ERRHIE I 22 57 1] RE

Mo ZE A E T AT i SR AR X o A
BERRILFmME AL, KRB FS: A
IR FIT I SR R P88V v K A 53 5 O L — s T 1)
WX A& AN F] KA, &7 —
AN B T ek R . ANER AR
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RECERIEHRAE, X a2 e g — P
TEA I EARER

WAk, AT i SR B R AR AT BTG
PRI, JRIGHIAR A — bR, RIS EERT
P NCA R 49.4% ~ 54.8%TME 71.1% ~
77.2% (/%S 2004, W (B4 7) 26
25 B4 6 W] 507 TIESC N 508 714 1), th)5#
B HE T PR E S SE T EE S

i By 2 BTz A T RREAIL . 3
W 0 BRVL. RYLAIHIETIK R . 2020 4F
FE BRI BT A 2R BRI A P R B4 5 2
2K, MONZIRIBRIE dR . TEARALEIA
IR A g 22 Wl Af T 2%k . 22 M ar 1) SRR AE
2010 FE4E B R HE (Hu etal. 20100, BLHT#E R
VT A fUME B (Paracobitis anguillioides) (#
H&EE 1990), RN A Z 40 A0 T L CJE
A D) FAETE (BRI L) (Min et al.
2012, &M% 2013, EEBHSE 2021). Li
& (2019, 2022) X2 fiffar 0 S5 AR 43 K E
SEREOR, A TSI AIYTK R I 54
kR 2 e F R, JEATRRIZR R RTTK R 1P
H fr D 468 (H. anteridorsalis). B&&i &4
fifk (H. cryptoclathrata) 1 &% faf & 2k (H. nigra)
DL S i Y 7K & /b Sk B 2k i CH.
microcephala ) Al K 40 #f & %k ff C H.
longibarbatus) %5 5 ANEfh. EE kA 2 i fir
LSk T BB AR I, 2 i fap T SRR AN
TRV A bR AR 22 8] 0 % 590 R A1E A A T A
IR 2 AR E B 5y, ANEAENY)
Pl DX 2 IR o BRI, AR SR A7 FLRYL
TN VAR AS S5 Ry 22tk gy B 2% 6 ) b 2
Pl X 455

R0 & oA T BN JEVRUR S d Iz
AFE g, REERE X, LE 31
MNE XA (Shangningam et al. 2021). Conway
(201D WKIBIEAF 5B SRR BRY) U8 75
AR EEYI A 20 (P nudithoracicus species
group ) “FHEERR W) fa Fp 20 (P. homaloptera
species group). BEERWI M (P balitora

species group ) H K IEI AR W) A (P
sucatio) . Bl J5 7> T R4 K B W 5T (Conway et
al. 2014) HhIA 7 AR BRI £ A 2 AN DEAR W) £ 5
RISy BERRW) a2 T 5 51 20 A
N ARAEXT R R BE oy B S D> ONT 7D
MLk > CONF 39); T E#R S X1/ TR
KT Sl — SR o B A B ks, AN oS
SKERER G . G UCREE T 4557 IR W) S AR AR A
BEAR ) oAb 2 (OHRAE « DAY F ot 41 1 4 ) £
IS TURITIK RA 5 MFBE A (Conway et al.
2008, 2010, 2015). FRAMMEIK H BILIR
AR M2, FHEEEH . BRI
TRV S IR AW & o MHBIEAT
B, IXUERRACR AR M 5 b B 2R R B A 2
50 km, fFEEMBT EESHMIUH. 25
Conway 55 (2015) K3 1) B RARW) f 5 AR I
MHRATRECEL, 2 A0 T 5 590 1) B8 FAR W) fa kL
JE AR BRI R I TEvE IR bR AR Bl
R IIT BT LA AT b, 72 AR 22 S i B Ak
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