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Euroscaptor kuznetsovi Found in Wuyanling, Zhgjiang, China
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Abstract: In June of 2023, a mole specimen was collected in the Wuyanling National Nature Reserve in
Zhejiang, China (Fig. 1). Examinations of external and skull morphology and measurements (Fig. 2), along
with a phylogenetic tree based on the Cyt b gene (Fig. 3) supported that it should be assigned to the species
Euroscaptor kuznetsovi. We also found a certain degree of geographical differentiation from the geographical
population reported in Vietnam, the type locality. This may imply the existence of subspecies or cryptic
species. The discovery of E. kuznetsovi is a new record of mammals in Zhejiang Province, China, which
supplements the biological data on the geographical distribution of the species and provides new evidence for
subsequent related research.
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J K% (Euroscaptor kuznetsovi) )& T 57
W& HH (Eulipotyphla) £} (Talpidae) #:
JrRRE . BT R TR kAR, BN CA
3 A T R AR AL X (BRAH ST 2022),
DRI FLARF SR 0 1 R A 0% 0 1 5 e HE RO R A T R
fiE, FEFRE R BIC 3% SAR I FATI AR B>
i H AT BERHCE, HA A TR 1 000 m
PLR VR G B A s, 5 HoAth ECRESR AR A
8L, ZHE T RIRVE I FE AR DA SR 2
& N TIEE (XTE5E 2019),

2023 4F 6 H, WEN RN HICE K
T EHIREIX (119°41'13" E, 27°41'35" N, #F
R 988 m) RAEF| 1 HlEbrA (B 1), RER
AEBE LI /NI 55 1) ] P AR A . 2 TSR
fIEAN Cyt b 2K DNA J7 51| LU X 5 B 8 12 AR A )
PR PEGRE, RWTTLAE SRR Fid g,
SEAEWTLIE N B IR R ILZR 7 R R I . %A%
KO EERE, FIRTBRIBAE 70% CEEER
o, BRAORAE T T MRS, A 5 4 2J0816.
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Fig. 1 Appearance of living Euroscaptor kuznetsovi
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X, HAF@EMNHRETGICE, FZ AP
BRI, 7RSI B A7 TE 7R 7 28 RURFAE,
FEEMZN, EFERINNEE, KFHKERAD

(EASFHELE 2017, XIHESE 2019). H R
18 861.5 hm®, J& Hp [E Wil 4% - O AR A 25
LB Zh MR B K G H MR X, XNAEY)
ZHMEREFEE, WEE QR E MM

(Tragopan caboti) 7E P ¥ 2 FhE i i fa i A&
;Y (FLEESE 2020).
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W& 7ARA 2J0816 HIFMNEAISLE , Ml
HEAFEAE (body weight). k1A (head-body
length). &K (tail length). J5 /21 Chind foot
length). BT 5E (forefoot breadth) FIHGH K

(forefoot length), MREAFTHKEE N 0.1 g IH
THE(YP6001B /) JRAXASFHECA PR 7)) &
AMEAE RSN 1 mm B E RIS . {5 AR R
79 0.01 mm [ffiskrF R (DL93150B, 75714
FIARAED W& T 15 BELE b, GFEm4e
H: (condyloincisive length). HE[f] % (interorbital
breadth) . i % (zygomatic breadth). fil %

(cranial breadth). fXifii /5 (cranial height). 5
K (palatoincisive length). 551 (postpalatal
length). _E15%1& Cupper toothrow length). £k
KFL%E (foramen magnum breadth). &§ — [
U5 N M2 185K B8 BE MPM? (maximum width
across the upper second molars). 25U FT A S
= AW R %R R KK E PV

(distance from the upper fourth premolar to the
upper third molar) F 4 FH& CAE 111D (lower
toothrow length not including first incisor). F F4
%14 (lower molars length) Rl (mandible
length) FI R/ (height of coronoid process),
MEARHE S KA S Hai 55 (20200 FIZi5HE

(2021,
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f§iFH TIANGEN CRIRAENRHARA D
A7) DNA IR &2 bR 4% DNA, it &4
AU N (PCR) #H3L Cyt b R 741 )5
M. 4, PCR 514~ L14724 hk3 5
H15915 hk3 (He et al. 2010). PCR J 3 26
F: 95 CHIAME Smin: 95 C 405, 55 Ci&
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K 1 min, 72 CHEf 30 s, 35 MEH; 72 C
KIEMH 7 min; HRAPRILE 4 CHRAF. AR
JFHILE NCBI ([ E K AEME B0 https:/
www.ncbi.nlm.nih.gov/) HiF4T BLAST HXf. M
GenBank T~ # [CRELL K R & A Cyt b
FEFFA, LLYokEE (E. malayana) 40,
FEH MEGA11 #4775 X (Tamura et al.
2021), {E CIPRES Jfi%#51217 RAXML-HPC
v.8.2.12 Al A & Kl %8 ¥ ( maximum
likelihood, ML) H#AE KA 1 000 K45 R4t
KEW (Miller et al. 2010, Stamatakis 2014).
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Fig.2 Theskull of Euroscaptor kuznetsovi (ZJ0816) recorded in Wuyanling National Nature Reserve, Zhgjiang

a. A b Sk RALE: o TAEHILE: d FEIEE: e kB AMIE.

a. Lateral view of cranium; b. Dorsal view of cranium; c. Dorsal view of the mandible; d. Lateral view of the mandible; e. Ventral view of

cranium.
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FItk 4 Bl 94 2 MSIRAUE IS, PYRTEZR
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o FIRTEARRTEFE BRI VIR

P ZJ0816 4K 107 mm, EK 18 mm,
JE 2K 16 mm, FIETE 16 mm, AIE K 15 mm,
FE L EEAE 2911 g. kB4 K
34.16 mm, fEK 1435 mm, f2/5K 19.93 mm,

il % 15.31 mm, HE A 56 6.38 mm, %
1147 mm, /& 10.68 mm, b ik 4] K

14.16 mm, ZFEVURTH®N R = EAN K%
RN 7.82 mm, 55— F KN A2
FIf KN 7.61 mm, FLAKFLH 3.9 mm, F
Wi 20.26 mm, Fi%IK 10.7 mm, NS
£ 6.22 mm, FAEiE 7.01 mm.
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1131 bp, #47 BLAST bt &5 H g 7
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2-parameter, K2P) IS AEHEE ER, &
YRR AR R bk e 11 2 R RBE A B 25~ 33
5 0.044 (FuFE 0.042 ~ 0.047), 58N HAih
RIS AL FE A, T4 0.071 (FEE 0.062 ~
0.091). T Cytb FEF T RAKEN, KK
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Fig. 3 Maximum likelihood phylogenetic tree of Euroscaptor based on the Cty b gene
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Node numbers indicate bootstrap supports derived from 1 000 replicates. Euroscaptor malayana is the outgroup, and the individual with “¥” is

the specimen collected in this study. Scale bar indicates the magnitude of variation at 100 base sites.
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TERBIRRA K INZ FT, WA PR A R
J7 RESEDIF Al sk, A NEERISIY IR O
WFFE AN EZ , Ud e ik (Mogera
latouche ) (B4H L 2022) . AKX BB K5 R
AL N ) 2 R EOR Y T ARt
THRIBERE, O IR IR A kb 7S T AR
AR, B A K X R AR A BB
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I E S RE R A M AT AR AR R S
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