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Achalinusyunkaiensisand A. huangjietangi Found in Lucheng,
Zhgiang, China
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Abstract: Two specimens of genus Achalinus (2022AZJLCNI1 and 2023AZJLCN2) were collected from
Yangyi Reservoir, Lucheng District, Wenzhou City, Zhejiang Province in September 2022 and April 2023.
They were similar to A. yunkaiensis and A. huangjietangi in morphology, respectively. The results of the
maximum likelihood tree based on COI gene sequences showed that they were clustered into a clade with
these two species respectively. The p-distance of 2023AZJCN2 and A. yunkaiensis was 0.10, lower than that
between Achalinus species ranging from 0.12 to 0.16 in China. The p-distance of 2022AZJLCN1 and A.
huangjietangi was 0.09, which is not higher than that between A. huangjietangi ranging from 0.04 to 0.12. In
the end, 2023AZJLCN2 and 2022AZJLCNI1 were identified as A. yunkaiensis and A. huangjietangi. The

previous record of A. yunkaiensis was found in Guangdong and Guangxi of China, the discovery in Lucheng
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District is a new record in Zhejiang Province. And A. huangjietangi was distributed in Anhui and Zhejiang

Provinces, the discovery in Lucheng District is the first new record of its distribution in Wenzhou City. The

new records of those two species suggested a wider distribution range.
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Fig.1 Thepartial body morphology map of two snakes of genus Achalinus found in L ucheng, Wenzhou, Zhejiang
a~c.2023AZJLCN2: a. SK#SMIH; b, SXFONTE; ¢ SKFIEM. d~g 2022AZILCN1: d. SKF; e i £ SLEBMIE; g LK¥IEMH.
a - c. 2023AZJLCN2: a. Head profile; b. Truncus profile; c. Truncus ahead. d - g. 2022AZJLCNI1: d. Truncus; e. Tail; f. Head profile; g. Head

front.
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Tablel Measurementsand pholidosisof two snakes of genus Achalinusfound in Lucheng, Wenzhou, Zhejiang

WAk FRAG 5 Specimen number AT FRAYR 5 Specimen number

Morphologic indexes 2022WZLCN1  2023WZLCN2 | Morphologicindexes  50powzreNl  2023WZLCN2
4K Total length (mm) 1522 143.9 Wik Loreal 1 1
Sk Snout-vent length (mm) 121.1 118.6 % Internasal 2 2
J21 Tail length (mm) 31.1 25.3 Wi Prefrontal 2 2
3k %% Head width (mm) 28.5 36.0 HERT &% Preoculars 1 1
3k Head length (mm) 75.7 76.6 fEE J5 5% Postoculars 0 0
3k Head height (mm) 26.2 24.9 Wi Temporals 2+2+4 2+1+4
iR Eye length (mm) 9.5 7.2 HIE_I- % Supraoculars 1 1
IR 3& Eye width (mm) 5.5 5.0 %% Dorsal scale rows 23-23-1 23-21-19
JEK /4K Tail length/Total length (%) 25.7 21.3 G541 Ventral scales ( ﬁ)ﬁff}isé +k ) (ﬁﬂi‘:fcl'3]§ +k )

[ii Broken 7 Broken

I JE % Supralabials 3-2-1 3-2-1 J& % Subcaudals 66 49
T JE1% Infralabials 5 5
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Table2 Molecular samples and sequencesin this study

Fh Species P Locality COI % [# 7315 COI GenBank No.
AW FibRA This study r [ LR OR4384828
Wenzhou, Zhejiang, China OR484829
I Achalinus ater 1 [H ™ %% Guangdong, China MN380334
FE4EHIE A meiguensis 1 Unknown MK064943

BIEHIE A formosanus
HILE e A emilyae
WRIGG I A huangjietangi
A 22 A juliani

Y A spinalis
KA e A rufescens

=P EIE A yunkaiensis

R B L AL niger

FEUHT I AL timi

Z M ER Parafimbrios lao
ZjiJE e Fimbrios klossi

1 [H 4 7 Taiwan, China

kg b % 3€ /H Lai Chau, Vietnam

1 [E 22 #5111 Huangshan, Anhui, China
= °7 Ji°F Nguyen Binh, Cao Bang, Vietnam
it Fg 5= °F N IR Ha Lang, Cao Bang, Vietnam
1 [E A 9 Hunan, China

1 [E 7 Hong Kong, China

& 4RI Guangzhou, Guangdong, China
HE 7R Guangdong, China

HE 7R Guangdong, China

1 [E 48 Taiwan, China

i Rg 1L % M Thuan Chau, Son La, Vietnam
LR EH IR Louangphabang, Laos

it 7 5% € Gia Lai, Vietnam

KU529451 - KU529454
MK330857
MT380189 - MT380193
MK330855
MK330854
MN380340
MN380339
MN380337 - MN380338
MN380335 - MN380336
MN380329 - MN380333
KUS529431 - KU529435
MK330856
KP410746
KP410745

100 [

KP410745 ZiEMe Fimbrios klossi

100

0.06

KP410746 EHHUEWE Parafimbrios lao

72|
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100| MN380330 | Z=HHUE Achalinus yunkaiensis
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MN380340 B4 A. spinalis
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62 01 OR484828 ZA57 This study 2022AZJLCN1
- 4‘945 MT380191
86 100 100 — MT380189
MT380193 RIS EE A. huangjietangi
100 - MT380192
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MK330856 440 A. timi
Bl 87| 99 oo 1\1/\[41?333%%35354 EHUE A. ater
88 20 "Mic330834 ‘ RRZAFE 4. juliani
MK330857 #dL# e 4. emilyae
98 96 — MN380336
96 MN380335
84 94 - MN380339 KRS A. rufescens
100, MN380337
MN380338
o6 KU529435
4@' KU529431
99 KU529432 Frf B 1 45 A, niger

100| KUS529434
KUS529433

98 KUS529451
M‘; KUS529453
KU529454
961 KU529452

EEH I A. formosanus

B2 HET COl ZFFFF iz HF iR IBr Y ik &R AR R
Fig.2 Maximum likelihood tree of genus Achalinus based on mitochondrial COI gene sequences
WA BB B R AR BRSO R bR R R P A 2 I 22 5

Numbers at the nodes represent bootstrap values; the scale in the figure indicates the difference between the sequences.



<280 ¢ 242 & Chinese Journal of Zoology 59 &

3 Wik

RGN 2 FHRAKER 73 TEASFHE 7370
5RIFFAE RIS E AT, H2&H TR
TIEGAE Bl s, SEHETHESUSE T IO
TS H, A SEAMRETES 2
PRI WZ . £ Wang %5 (2019 KKK =HEH
KA Huang 25 (2021) K FE M E KU EHE K
TEASHE TR 1S 5504 23-23-23, A7 K4E
1] 2023AZJLCN2 i 5§ % 23-21-19 ,
2022AZJLCN1 ¥ % %0 23-23-1. A5
2023AZILCN2 R AR K 54K (21.3) KT
oikiE s FREKS 2K (185 ~ 20.0)
(Wang et al. 2019); 2022AZJLCN1 brA R &K
ek (25.7) KT O HE BRI vk
EK54K (150 ~ 23.0) (Huang et al.
2021 HIER 2 TR ZE T8 PP 2
F, BT EREL ST R — B .

WYL IR R X AR AR R 125.07 km®, R
W‘E%%‘w& 41.85%. Fﬁiﬁwﬂﬁokrﬁykiﬂzmi il
12 km®, FEAREMES, SEAMGEE, EY
zﬁﬁ%, ﬂiﬂ%ﬂ%ﬂﬁk}i%iﬂ&iﬁiﬁﬂﬁ
DI, BEEZM X A2 FEER

Z % X W

Huang R Y, Peng L F, Yu L, et al. 2021. A new species of the genus
Achalinus from Huangshan, Anhui, China (Squamata:
Xenodermidae), Asian Herpetological Research, 12(2): 178-
187.

Kumar S, Stecher G, Li M, et al. 2018. MEGA X: molecular
evolutionary genetics analysis across computing platforms.
Molecular Biology and Evolution, 35(6): 1547-1549.

LiK, WuYY, XuRY, et al. 2021. A new species of the Achalinus
rufescens complex (Xenodermidae: Achalinus) from Fujian
Province, China. Zootaxa, 5026(2): 239-254.

Wang J, Li Y, Zeng Z C, et al. 2019. A new species of the genus
Achalinus from Southwestern Guangdong Province, China
(Squamata: Xenodermatidae). Zootaxa, 4674(4): 471-481.

Zhang D, Gao F L, Jakovli¢ I, et al. 2020. PhyloSuite: an integrated
and scalable desktop platform for streamlined molecular
sequence data management and evolutionary phylogenetics
studies. Molecular Ecology Resources, 20(1): 348-355.

MRAER, Tk, THESE, 45 2022, WITHEH4 R —E K
T, BFAESIYIER, 43(4): 1149-1150.

WL AR, XU, S5 2020, TR LILCRBLS TR S, S

478, 55(6): 793-796.



° 281

WL IR I 25 0T WA 5 SR U A

P fe <5«

2

91'0 170 (440} 0T°0 120 070 TT0 70 vT0 070 170 TT0 120 TT0 1ssopy sorqui AE( S1
61°0 61°0 81°0 070 810 170 070 070 61°0 61°0 61°0 61°0 170 ov] souquifpand (X EREZE ¥1
1o (A%} €10 Tro Tro 7o 91'0 7o v1°0 €10 v1°0 S1°0 nuy Y A €1
110 €10 1o €10 LO0 v1°0 7o ¥1°0 4K v1°0 9K 4031 "y AL [ TT
€10 110 800 €10 LT0 01°0 y1°0 4K ¥1°0 S1°0 Su20Safnd Y A HAY 11
v1°0 9K ST0 91'0 Y10 €10 Tro €10 9K stouds 7 L 01
€10 7o LT0 90°0 €10 €10 ST0 91°0 moynl "y WEZE Y 6
1441 91°0 110 ST'0 €1°0 910 91°0 avdjud y UL 8
10 v1°0 10 €10 91°0 LT°0 snuvsouLiof 'y S L
91'0 91°0 910 L1°0 81°0 stsuonSiout "y W ELHE 9
€10 Tro €10 ¥1°0 4210 Y AL S
€10 y1°0 600 1BuvjarlBuvny 'y W HNEH ¥
010 €1°0 stsuzyund y W HAZ €
ST0 (Aprus S M) INOTZVETOT T
(Apws sTL W) INOTIZVTTOT |
1 €1 4 1 01 6 8 L 9 S 4 € (4 I $2100dS iy

snuypyd} SNUIS Jo sANAds WM JUIT [ JO ddue)sIp-d pojda.LIodun Isimared oy, | xipuaddy

SR A W R 100 LF 13X



