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Was First Recorded in Yunnan Province,
Chinawith Description of Its Tadpole
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Abstract: During a field survey in the Second Tibetan Plateau Scientific Expedition, we collected one adult
female, one male juvenile, and six tadpoles of Megophrys major (Megophryidag) group from Dulongjiang
Town, Gongshan County, Yunnan Province, China. A DNA sequences data set combined partial 16S rRNA
and COlI genes of M. major group were analyzed (Table 1). Results show that these specimens cluster into the
same lineage with M. periosa (Fig. 2), and uncorrected pairwise distance of 16S rRNA gene with types of M.
periosa range from 0.004 - 0.006. Furthermore, morphological comparisons confirmed that these specimens
were M. periosa, which is a new record for Yunnan Province, China. In addition, we describe the tadpole of
this species. For tadpoles in Goser stage 34, body elongated, body length 37% of total length; head slightly
narrower than body; oral disk large, width 1.2 times of body width, opening upfront on anterior of head; 4
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rows of elongated papillae scattered on upper and lower lips, radial arranged, papillae shorter on upper lips;

keratodonts absent; nares closer to pupils than tip of snout; eyes round, dorsalaterally positioned; internarial

distance smaller than interpupillary distance; spiracular tube not protruding beyond body wall, positioned 57%

of the distance between tip of the snout and trunk-tail junction; anal tube short, positioned under central lower
tail fin base; tail well developed; tail muscle height 82% of body height, width 48% of body width; upper tail

fin arise at second tail myomere; tip of tail bluntly point. Coloration mostly dull, no distinct patterns present

on body in most tadpoles; tail grey brown, with small or large spots scattered mostly on tail muscle, fins and

skin of ventral body semitransparent; iris copper.

Key words: New distribution record; Yunnan Province, China; Megophrys; Taxonomy; Tadpole
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2008). 2019 % 9 H, fExmE Tl EMeIT
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Fig. 1 New distributional localities of Megophrys periosa
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Red circles represent new distribution localities of Megophrys periosa, blue triangle represent the locality of the holotype of M. periosa, blue

circle represents other types of M. periosa. Localities 1 - 3. Gongshan, Yunnan, China; 4 and 5. Medog, Tibet, China; 6. Cona, Tibet, China

Detailed coordinate of these localities presented in Table 1.
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(length of the inner metatarsal tubercle, IMT).
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2 SR

21 S TFRARRIBELER

BRASRYE (ML) 5 U (B 1)
HENRGKENEE—H (B 2. sMAR
W EMEIT 2 1) 8 SHEAILFIR N 1, R5
55 e bR AR N 1 K3, AR
R, RAUAREREEE (ML bootstrap
support)i& 96, Ui f5 5 HE 2 (BPP)iA 100%.

Ub4h, = F 8 ot B OB R A 5 R e
fiEsiE bR A 16S rRNA L (s AL FE B N
0.004 ~ 0.006, = Fg e VL FPHE) P B8 AL FE
254 0.000 ~ 0.007, X ¥ 2 H3z8/INT- T 4 W7 A s
JE PR E] AL BE B (0.019 ~ 0.089) . IXHEIR
MG REA S48 bl i £ A 5] — b
22 BEHR

P 568 7 AR 0 JFL 4R FiiR (Mahony et al.

2018), HUEHAFE TR BA : AR, BEMESLAK
71.3~93.8mm(n=12), MMt 112mm(n=1);
f’ﬁ‘rﬁzﬁifzﬁﬂﬁ%ﬁ%&ﬁﬂ%ﬂzé%ﬁ*‘z TEZ%
FUAZHEMAAEY A (Mahony et a.
2017 ?Ef,\EGIHEP, BNMERE AR, I
ZCH B 23A); ARIIPERLE B BB BESRAN
FEE K 5 T AR PR IR A 5 W 1 AT 46.6% ~
91.5%, “1-3%J°N 84.3% + 4.2%.

2 o fil W, AR E B R AR
CIBYN201909254 (zkfAK SVL 67.7 mm) JI§
WAHBEAARZ9 1 mm FIASEAEE, R HZAME
IR A s AH A, bR AR AL/ T R A
IERIOEYE CGRAK SVL 112 mm), IXH#E 2
REREANRTFE. 54 CIBYN201909235

CLiAK SVL 29.2 mm) A4 A, HILE

AN AR, AN BB TR A0 1) 4 3 2 ) R AR AH

oA, (HHBA 1) — SR IE G ek re £ 0 1) 5 46

iR, G LEGFLAARTE G, YT

B, BERA K. BEHRGEMALE .

EtJHJﬂJéfﬁﬂ;E;* B R (K 3. Kk, %
X EEFR AR S T8 Ay e A

2 ZEAERLEMET 2 B AR Y STHMERRE (A mm)
Table2 Morphological measurements of tadpoles of Megophrys periosa

from Dulongjiang, Gongshan, Yunnan, China

Gosner 34 i ¥ Gosner stage 34

Gosner 27 i i Gosner stage 27

CIBYN  CIBYN  CIBYN q;fj,fﬁi CIBYN CIBYN  CIBYN q;fgfii
201909164 201909165 201909163 ;n 4 gp 201909158 201909159 201909160 ;;] v D
&K Body length, BL 13.8 121 125 12.8+0.9 8.4 95 8.8 89+0.1
1475 Body height, BH 5.6 52 53 54+02 3.0 3.0 2.8 29+01
{A%E Body width, BW 6.2 6.3 5.8 6.1+0.2 35 32 4.0 36+04
i 6] ¥ Interpupilar distance, PP 43 4.1 238 37£08 26 25 2.7 26+0.1
W % 7KL EE 7.8 7.7 7.4 76+0.2 5.1 5.6 5.4 54+03
Snout-spiracle distance, SS
12} 9% Oral disc width, ODW 7.6 8.3 8.3 8004 6.0 55 6.2 59+0.3
B K Tail length, TL 37.6 30.6 354 345+36 206 25 214 21502
JEWLTE Tail muscle width, TMW 3.0 31 3.0 3.0+0.0 17 16 1.4 16+0.1
JEWLiE Tail muscle width, TMH 46 4.2 40 43+0.3 24 2.7 26 26+0.2
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1 SRS A YE Megophrys periosa

65/0.99

2 R rE FIYE M. periosa

3 MBI MYE M. periosa

99/1

mEERILE

4 JEEEFAYE M. periosa
5 SRS WS M. periosa

Gongshan,
Yunnan, China

88/0.99

6 WS M. periosa

89/1

7 $EE WS M. periosa

8 JK RS WS M. periosa
9 JEES MYE M. periosa

og/1[170:6

10 FREGAAYE M. periosa R HLIX

78/0.97

11 JEFFAYE M. periosa Southern Tibet,
12 JREEAAYE M. periosa China

13 JERE AU M. periosa

14 E LAY M. himalayana

— 99/1

15 BB M. medogensis
16 dL:fYE M. robusta

—/0.95

17 SRR AYE M. zhangi

— 86/1

18 LLIfAYE M. monticola

— /0.7

19 IR f4& M. glandulosa
20 EBEAMWE M. flavipunctata

21 I AIE M. oreocrypta

22 KFAYE M. major
23 EHIFAYE M. oropedion

%1 —167/093

24 \LARAFYE M. ancrae

74/0.95

25 Kk M. megacephala

98/1

26 MTRAYE M. cf. parva
27 HFAYE M. vegrandis

28 KE Y M. daweimontis

0.2

iR/ AL substitution/site

B2 FETFLhifk 16SrRNA & COl BEBAFIIMBNRAL BN
Fig. 2 Phylogenetic tree based on sequences combined by 16SrRNA and COI mitochondrial gene

IZAGUR A MBI mOCERE (ML) RIUHSSHER (B #45, ARNTT RSSIIE T o KB R F JR (. (ML bootstrap support) /LI it

JERRER (BPP). AT M T HEA IR 51 5 A 1.

The phylogenetic tree was constructed using maximum likelihood method (ML) and Bayesian Inference (BI). The figures besides on each major

node were ML bootstrap support/BPP. GenBank No. of samples analyzed in thiswork seeing in Table 1.

23 EHR
231 FAHR (B3a~g) KRN RE
FrA CIBYN201909254 ({1 ik i T .
ZAEARRER CGhiR K SVL 67.7 mm),
kg (HW 26.8 mm) KF:3kK (HL 23.8 mm),
Wy B[R, ARG R TR A, o A
S IR, WIS IR (WK SL 8.5 mm); HR
AIAERE (FE 124 mm) /NFkSER—F, R
J5 A EEEK (IBE 19.8 mm); &I IR 5 JE,
Kaaphm Ly, @A (TYD 3.6 mm) B/ T

ARAE CEL 7.7 mm) 1 —2, BB SR AR (TYE
5.1 mm) /NFEIEARIFRE, B LY 15
5ivEm G BEfLEE; SR T A
IR, EWFfE (SN 48 mm) KT EMREE (EN
3.6mm), E[aFE (IN 81 mm) & KT LIl
5% (UEW 6.2 mm), B&KTHRIAFE (IUE
7.2mm); FBLE ARG, R B AL U
ERUGABIE FEu R R, e
Y/ NFURLR FE L o

AU A, AHEE T AN IR, A
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B3 ZEATLEMBILZ e AERLER
Fig. 3 Megophrys periosa from Dulongjiang Town, Gongshan County, Yunnan Province, China and its habitat

a~ g HEMERAE CIBYN201909254, ki#kt 67.7 mm; h. i. KP4k CIBYN201909235, kAt 29.2 mm; j. k. Gosner 34 st
CIBYN201909164; |. m. Gosner 27 Hifhis} CIBYN201909158; n. JEiT i 5 i) ity R A

a- g. Adult female CIBYN201909254, SVL 67.7 mm; h, i. Juvenile male CIBY N201909235, SVL 29.2 mm; j, k. Tadpole CIBY N201909164 at
Gosner stage 34; |, m. Tadpole CIBYN201909158 at Gosner stage 27; n. Tropical forests dong Dulongjiang River.
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£ (FAL 16.8 mm) & /N TF (LAL 17.7 mm);
UK, B, B I <1=11<IV, $BETL
BE, FRIEE TR MR NAMNERAUES
TR s R SRR, il A R N
fito JEIBECK, o B s e s Rl ot ) i
LA ES, KK (TL36.5mm) BN
£ (SHL 39.9 mm), B& KT 2 & (FOL 34.7 mm)
Mz /N T 2K (TFOL 54.9 mm); fkgik,
WA i, BRI AR A s BEumNE w, CRE K Bk
FA R, NEERAME, WEERK (MT
3.2mm), BEFE IR R R NI E AR .

Sk AR B VU B 8 B IR ARG, U
BiANE, EUPERIBCON R AR, RIR
I Ah % B — WS T B D SRS (E BRI AT (135 4
BOE, BTSSR fE IR WS R, MG
T AR s ST SRR R B = M A
AR VA M ERE J 358 b T A B S L A 114 R bk
B, R HEE “>-<” JRAEb: RIEAE,
AT e S e) s MR, RARM S it
FLB I AT 0/ ) RO o

ATERT, HEBEEEE A KT
PIHR 2 8] 2 = M2 Ot B, A VR o a1l
SR,  FIEZ ML DA &SR %
PR, G MBS T T —E B tB%kgUr
o WM. DY SR B —2L
i JE T T R R i L A AN R U R A B
PE TR TS S vk, MRG0 J S s, AE PN
BB MRS, KOV aE Gl W
o ) Ly 3 1 R R B 0 B R AR Sy
FEEONT, H BRI AN KT S b
BUNERE . JEETE A AN E, PR KRB
B Bt o DU i R T s e SR A 6, T 1 5 P
MBI, SRt BT EAS AR
M B RBE. BIREHRE M BREDE6.
FRAARAFAE 5% L EEH 3NA G, WERARE
ARV, BESURIRE AR —2L.

HEPESNA CIBYN201909235 [kt .

TEASRHIE S M AR Al (B 3h~iD, H

SIS N, TR A A A I i . TEAS
HEMTR: SkiAK (SVL) 29.2 mm. k%8 (HW)
10.3 mm. kK (HL)9.9 mm. HE R A A EE (IFE)
54 mm. AR5 flEIEE (IBE) 8.6mm. 4% (EL)
3.9mm. #JER (TYD) L.3mm. SRR A FE
(TYE) 22mm. %K (SL) 4.0mm. SRR
(END 1.8mm. EWjfE (SN) 2.3 mm. HR[a
PE (JUE) 32 mm. &JEFE (IN) 3.8 mm. L
AR 6 95 C(UEW) 2.5 mm. Bl K (FAL)5.8 mm.
FK (HAL) 7.6 mm. B (TL) 14.1 mm.
ek (SHL) 16.0mm. &+ (FOL) 13.1 mm.
HHEK (TFOL) 21.1 mm. HEER (MT) &~
Al
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