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Rhacophorus minimus Found in Yizhang, Hunan
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Abstract: Six small frogs were collected from location of Xiangsikeng in Mangshan National Nature Reserve
(24°56'57.51"N, 112°59'18.21"E, 1 342 m), Hunan Province in April 2016 and May 2017, which were
identified as Anura, Rhacophoridae, Rhacophorus, R. minimus, and they are new to Hunan Province. Fourteen
morphological measurements of these specimens are presented and morphological characteristics were also
described in this study. Then, total DNA extraction, PCR, and16S rRNA DNA sequences were carried out.
Compared with other eight tree frogs sequences from GenBank, the phylogenetic tree supported the
morphological characteristics. These specimens are preserved in the College of Life Sciences, Hunan Normal
University.
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Table 1 Measurements of the adult Rhacophorus minimus (Mangshan of Yizhang, Hunan) (mm)

T H EEnEe| FEE + bz tefsl (%)

Item Range Mean + SD Percentage
SkAk Snout-vent length, SVL 25.47 ~30.09 28.66 + 1.55 /
3k Head length, HL 9.03 ~10.99 10.07 £ 0.62 35.17
3k 5% Head width, HW 9.88~11.91 11.01 +0.81 38.41
Y7 Snout length, SL 493 ~5.18 5.08+0.10 17.72
£ 8]} Internasal space, INS 2.40~2.87 2.63+0.17 9.17
AR JH]}#E Interocular space, 10S 3.68 ~4.52 4.18+0.28 14.58
AR £ 5 Distance from nostril to eye, DNE 1.85~2.67 2.32+0.27 8.09
il i Forelimb length, FLL 17.52 ~20.84 19.22+1.22 67.06
FK Hand length, HAL 8.24 ~9.67 8.93+0.56 31.16
B Thigh length, THL 12.55 ~ 13.55 12.99 +0.32 4532
2 Tibia length, TIL 11.68 ~12.98 12.39£0.50 43.23
J& 4 Foot length, FL 12.55~17.75 15.2+£2.02 53.03
55 = $8 4% Width of disc of third finger, FDW III 0.90 ~ 1.61 1.41+0.23 491
55 DY BETR A% Width of disc of fourth toe, TDW [V 0.55~1.16 0.96+0.22 3.35

b 35 T I E 5 3k AR K FI{E 2 . The percentage is each mean to SVL mean.
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Fig. 1 Rhacophorus minimus (Male; Mangshan of Yizhang, Hunan)

a. JEMW; b, B c. MW d ME.

a. Ventral view; b. Dorsal view; c. Lateral view; d. Lateral view.
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Fig.2 Maximum likelihood tree based on 16S rRNA gene from Rhacophorus minimus (Mangshan)

and other species
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The tree is drawn to scale of branch lengths, with confidence probability (above the branch nodes); scientific name and GenBank accession

number of 16S rRNA is showed.
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