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Abstract: In order to identify a decayed large body of Baleen whale, found at the converging area of Yangtze
Estuary and Hangzhou Bay, three regions of mtDNA (control region, cytochrome ¢ oxidase subunit I, CO |
and cytochrome b, Cyt b) were sequenced. The sequencing results showed that the control region was 976 bp
(GenBank accession: MF781125), CO 1 was 642 bp (MG010134) and Cyt b was 307 bp (MG010133).
UPGMA and ML gene trees of the control region based on HKG + G model of 17 Baleen whales suggested
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that the body was among individuals in branch of Balaenoptera physalus (Fig. 4 and Fig. 5). Only a C/T

transition in the control region was found between decay body and two B. physalus samples (KC572816 and

KC572776) from coastal zone of California, America. The CO I and Cyt b sequences contained several

termination codons, and the blasting results in GenBank verified that sequences of high homology were not

available. The results unequivocally identified the body as B. physalus and its geographical origin was the

North Pacific. Moreover, CO I and Cyt b in the body could be nuclear mitochondrial pseudogenes.

Key words: mtDNA; Balaenoptera physalus; Identification; Nuclear mitochondrial pseudogene
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Fig. 1 Morphology of the dead whale
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Table 1 Comparison between Control region sequence of the sample and homologous sequence of
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pecies (GenBank No. ollection site ouchers Blast (%) Transversion nsertion/Gap divergence
K2t Bal t hysall P
Kt Balaenoptera physalus BT Fﬁ' 76795 99 | 0 |
(KC572816) North Pacific
KAl B. physalus (KC572776) jbj&q:ﬁ_ 43936 99 1 0 1
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Fig. 4 Phylogram showing relationships among selected species of Balaenopteridae and outgroup, inferred from
UPGMA analysis of control region sequences
PN E A BEACTEL: bR RO .

The nods indicated above the branch is the values of bootstrap confidence level, and the ruler represents the genetic distance.
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Fig. 5 Phylogram showing relationships among selected species of Balaenopteridae and outgroup, inferred from

maximum likelihood analysis of control region sequences
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