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Discovery of De Winton's Shrew (Chodsigoa hypsibia)

in Dabie Mountains, Anhui Province

ZHANG Heng” QIAN Li-Fu” ZHOU Lei® WANG Chen-Cheng” YANG Liu” TAN Kai”

. @ -@ -
ZHAN Hai-Sheng® ZHAO Kai~® ZHANG Bao-Wei
(@ School of Life Sciences, Anhui University, Hefei 230601; @ College of Resources and Environment, Anqing Normal University,

Anging 246011, China

Abstract: One male shrew specimen was collected from Yaoluoping National Nature Reserve
(30°59'04.73"N, 116°04'44.36"E, alt. 1 228 m), Yuexi, Anhui Province, in May 2017. The body is brownish
gray, the tail is about 80% of its body length; the skull length is longer than 19 mm with three unicuspid teeth
in the upper row tooth, and the dental formula is 1.3.1.3/1.1.1.3 = 28 (Fig. 2). These morphological
characteristics indicate that it is De Winton's Shrew (Chodsigoa hypsibia). Based on the 1 140 bp
mitochondrial cytochrome b gene sequence, combined with the homologous sequences of four Chodsigoa
species retrieved from GenBank (Table 1), the phylogenetic relationship was reconstructed by Bayesian Infer.
In the phylogenetic tree (Fig. 1), this individual clustered with C. hypsibia, and they combined into a

monophyletic clade together. In addition, it has the closest genetic distance with C. hypsibia than with the

* JHIFES, E-mail: zhangbw@ahu.edu.cn, zhaokail911@126.com;
B—EENA ki, B, BEEIA; BERUTR: NEERXAR; E-mail: 13856125044@163.com.
Wk Bl 2017-08-07, 1&[EIHMI: 2017-11-14  DOI: 10.13859/1.¢jz.201801005
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other species. Based on the above evidence, we confirmed this individual was C. hypsibia, recorded first time

in Anhui Province. This recording expanded the distribution range of this species in China.

Key words: De Winton's Shrew, Chodsigoa hypsibia; New record; Anhui Province; Dabie Mountains

2017 45 A 17 H, 75 K50 1w i 27 37
E R g H SRR X C2B0ma D) R FaBEE
( Esselstyn et al. 2010) 7E 7% M [ i Ak H
(30°59'04.73"N, 116°04'44.36"E, ¥, 1 228 m)
WM ERAE 1 5, BWARS
AhuDBS017001, ILORAF TR F AR A
TEWN . ZREESEIZIY SRR IE (T &R
20100, BT “FRNPIEAE, BKLAAEKK
() 80%, J& K4 15 mm” ¥ A H e RS
#l (Soricidae) A RING & (Chodsigoa) YTl
WAL E T AR LR AR A Rt 36 b it
BRF 1, dik Rk A e BE RS 0 i, FE4h
GV TabR, WhE T RAR AR 2 )1 Pa s 14 B
(C. hypsibia) o

1 BT

1.1 SFELERERGRBRAME
PR A AT, ] 95% W e, iR
7T -20 CUKFIN . K4 DNA RH8-5
{52428 (Sambrook et al. 2001). i F 253k
AL R AR ALt 28 b 2 [F (cytochrome
b, Cyth) B 514 L14724 hk3 (5-GGA CTT
ATG ACA TGA AAA ATC ATC GTT G-3')
H15915 hk3 (5-GAT TCC CCA TTT CTG GTT
TAC AAG AC-3") (He etal. 2010), XJFf it
17938 K7 I AE « F %K GenBank H i A i
J& 4 MR Cyt b JFF) (R 1), HEEHA
HETIE 51, @i Clustal W AKAFHEAT X AL
HEF, WERE 1 140 bp KJEH Cyt b 475
Ja, KH Ut HrHERTE (Bayesian infer) #4%
RAKERFR. WIEMIHFL (Ohdachi et al.
2006, %455 B RS R O REBUE 1K R R
Wi 8 (Episoriculus) Y)F—— & 5K MRS (E.
Sfumidus) FRA ERIEE (E. leucops) VE NN .
F 40 R4 HTTE MrBayes 3. 1. 2(Ronquist et al.

2003) FEFHREAT, LiE4T 10048, & 1 000
AIUFE — R IF R A Y 25 2R DA R O3 SCK 4%
FE, TALWEGEHERMERE R, K
X, FIH MEGA # 43T Kimura 2-Parameter
TRV A1 S A B] R as AL R
12 BEHFNE
TEAS I & B A SIS A S B & 65

HAE ] WT5002A B 7R CREMITZRRF
IXEEARAF, K 0.01 g) MEFRAIAE,
SAERHBER CREEE 1 mm) FECR R R R

CEERR) B, =F2 0 ~ 300 mm, & 0.01 mm)
XIFRAANEA S AT I E . SME 2R bR
FEIRE (body weight, BW). kA4 (head and
body length, HBL). K (tail length, TL).
Ji /&K (hind feet length, HF) FIH. & (ear
length, EL). k& Wl & 5 b5 B0 45 fil 4 K

(condy-loincisive length, CIL). fili3£4: (basal
length, BL). "J%& (rostrum length, RL). fE
] %% Cinterorbital breadth, IOB )+ it/ 7% ( cranial
breadth, CB). % — FF1i§% (great width
measured at anterior labial margins of 2™ upper
molars, M>-M?). L i5i%# C(upper toothrow
length, UTRL). %114+ (length of mandibular
toothrow, LMTR) 1 F#i{& (mandible length,
ML) (Hoffmann 1987, #%#4 2005, 2007).

2 &R

21 RERBEXRR

JEit MrBayes 3.1.2 #2735 T Cyt b [
1 140 bp /77 H 2 Bk 14T RG89 R G R R
W 1o BRAMESN, RGERBMIIE TN 4 3o
W8 R & B RO IAMATE R G0 K AR
5 3 AN PR SRk s MA R &, R FEDTE
BB R, 1R R G iR A
=3 A4h, miRERARTRE (C. caovansunga)-
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Table 1 The sequences used in this study

Fp 755 E=PEN
Species Accession No. of GenBank Reference

JI PGSR RS Chodsigoa hypsibia MG462711 AT This stady

JI FaER VG REE C. hypsibia GU981260 He et al. 2010

JI FaER VG REE C. hypsibia GU981261 He et al. 2010

JI FaER VG REE C. hypsibia GU981262 He et al. 2010
R VTRIES C. sodalis GU981269 He et al. 2010
R VTRIES C. sodalis GU981270 He et al. 2010
4N R KRR C. sodalis AB175102 Ohdachi et al. unpublish
4N R KR C. sodalis AB127978 Ohdachi et al. unpublish
=BG ENRE C. parca GU981265 He et al. 2010

= MR RIEE C. parca GU981266 He et al. 2010
=BG RNRE C. parca GU981267 He et al. 2010

= MR RIEE C. parca GU981268 He et al. 2010

= BB C. parca AB175105 Ohdachi et al. unpublish
= MRS C. parca AB175106 Ohdachi et al. unpublish
1 IRE G B C. caovansunga AB175103 Ohdachi et al. unpublish
1 KB R C. caovansunga AB175104 Ohdachi et al. unpublish
= KB RUEE C. caovansunga JX508288 He et al. 2010
BIBK R Episoriculus fumidus GU981278 He et al. 2010

KK RHE E. leucops GU981281 He et al. 2010

LEERARIRE (C parca). AEHNHIEG (C.
sodalis) TERZM 5 EH RS SRR E
W Bl 1 3 A% R B AR AR SE B A 0.001 ~
0.091, AHF 5 H BRI i 5 1| 78 sl o R A 7]
AR FRIRAE BE 24 0.084 ~ 0.085, A 7EX)Fl
P B B B AR A L P
22 JEASHB
PRARAREL N, B, (REN 722 g0 W)
SK, YIEKS, BERME, L5%0R.
AR K L YekR IR —5,
PR, TEMEK RN, LTk
Y, WEBARKL 6 mm. R/, HEHR, #
TRy UK, Rags; Ea, LRk
(1] 80% /A A7, A —EMEH, ERER
BHR (E2), MHRMEMILE 2. HAMES
FRAES (V)N BIEsIE) (BB =8) (A
55 1985) K (MUNHBRIFEEE) (Fh2%E

1999 5%f ) 1| P8 147 i 1) ik — 3o
SLE RS HEES, UE P, SE R 2 EE T
W, PR, FHMEREE. EEKTT
W, TEREER. B RITAAMNA R A IR
JRZ, WRPEZIEAE, EITNERERT,
55— EITWRTAR KM 28R, T8 B R[5
s BATERE 3 ARV, BH—HRWAT
WY, RN S RN AE
K HMat, FAKE W B, L
BIASKR, F—. B, = EARKIKEDN.
F— LATHWESMME, . B EENE
ZONWkE, = EEWRAN, FXTIRA, TR
vty [a] AMU IR s Hh A0 3.1.1.3/1.1.1.3 =
28 (B 2), KEEHHENE 2. L& Ak
REAE 5 SCHR H o 1 7 5t o4 ) PR R R AR AF (A
#ESE 1985, T2 1999).

gt PR RGKE . MBS Lok
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1
0.98
ABI175106

MG462711 AR T AT A 1)1 PE S RES C. hypsibia

GU981260

GU981261 | JIITHk A RIRE C. hypsibia

GU981262

1.001AB175103
1.00 : B
1.00 | TAB175104 | i RGRIAHIES C. caovansunga

JX508288

GU981265
GU981266
Gu9sI2e7|
BHRIARIE C. parca
— GU981268
00[AB175105

GU981269
1.00 [»A13175102

|fAB127978
GU981270

0.05 1.00

N R ER G EIEE C. sodalis

KK BRI Episoriculus leucops GU981281
GEEKENSE E fumids GU981278

B 1 ETZhk Cyt b ZE 75 ISR w2 B R A RS B R i R A R W
Fig.1 The phylogeny tree (Bayesian infer) of Chodsigoa was constructed with Cyt b gene

P ey AN A R IR, BRRIRER D SR

The numerical values at the node of the graph are the posterior probabilities, scale represents the branch length.

BERIIHTEER, R IR RIS A )]

75 5 GRS .
3 g

B RS B AR A S ILE 9 M & IRk
WREG . R ERUGTERS (C. furva) . B RBP4
Wiks (C. hoffmanni) )| PAEARIEE . = e 6t
WHIEG . HALKER (C parva). KELARTES
(C. salenskii)~ Wi IRERIGFIRE (C. smithii)<
A R OTRIR;  Forh i QR G R . IR
WS 20 A0 OE AR, 2= R sk S 23 A 78
W At AR, HAl 6 SRR EREE
F (ENFE 2003, Hutterer et al. 2005, Chen et
al. 2017). NVHSRGHIREAEIE 722, &
NG S TR B R L B RE AR FIREAR M,
LT AR . SRR AN 1L X AR &5 2 Rl A 3
(EBZAE 1999). HAl, CEf s
fr CEEET) AV, =r. Pk Hil. B

K2 RITZBOH LK) T Gk RIRE bR A S K
%’%"ﬂﬂﬁﬁ (Wﬁﬁ{ﬁ g &Fiﬁ{ﬁ mm)

Table 2 External and skull measurements of

Chodsigoa hypsibia from Dabie Mountains, Anhui

(Body weight: g, measure: mm)

A
(AhuDBS017001)
No. specimens
(AhuDBS017001)
A& Body weight (BW) 7.22
k44K Head and body length (HB) 74.62
JE+ Tail length TL (TL) 58.57
J& /£ Hind feet length (HF) 15.25
.7 Ear length (EL) 8.34
fili 4z Condy-loincisive length (CIL) 20.42
fifi3% K Basal length BL (BL) 17.78
) 5& Rostrum length RL (RL) 2.13
AE[A] & Interorbital breadth IOB (IOB) 4.15
Jidifi % Cranial breadth CB (CB) 9.28
35— FF1 % M2-M2 breadth (M2-M2) 5.78
[ %54 Upper toothrow length (UTRL) 8.35
F#i%1H& Length of mandible toothrow (LMTR) 745
R Mandible length (ML) 11.53
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B2 RETZMOCH L )| 7 R i R
Fig.2 Photograph of Chodsigoa hypsibia from Dabie Mountains, Anhui
a. SMERAEEI; b I o Skl d NAG e EAUEM; fOFERAM.

a. Adult male individual; b. Dorsal view; c. Dorsal view of head; d. Lower jaw; e. Maxilla (left); f. Mandible (left).

P U 17 W JEATdE 5 (Smith et al. 2010,
HIFESE 20110 BRIRAE LR Kol DR BN
PHER G RIEE, ¥R T EERE RS, 1E
A2 FEVER S B S e R . T
LA T A A RRE R M 4 Bl 5
K ®i  ( Chimarrogale himalayica ) « 7K J&% §i

( Crocidura attenuata ) ~ 11 7= /N B & ( C.
shantungensis) FUKEFRT (C. lasiura) (F B
1990, THEE 2012), BLUHRIE 1)1 76 i U i
WA A T2 A 15 5 PhERE R R .

g RIS E R H R ORI X AE B T 4
LT RIICHF, 2RISR 2 55 IR 5 T 8555 B
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