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First Record of Gloydius cognatus in Sichuan Province
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Abstract: Two specimens of Asian pit-vipers (QY224 and QY 225, preserved at Chengdu Institute of Biology)
were collected in Zoige, Sichuan Province in June, 2015. They were identified as Gloydius cognatus by
evidence from morphology comparison and haplotype network based on mitochondrial genes ND4. This
species is firstly discovered in Sichuan. Its naming history and taxonomic position were discussed briefly.
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B1 RATOUNNEEREZERTRBIE G5
Fig. 1 Gloydius cognatus in Zoige, Sichuan (Photo by WU Ya-Yong)

B2 Bfrdigadsy CRIHED
Fig. 2 Habitat of Gloydius cognatus (Photo by WU Ya-Yong)
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Fig. 3 Haplotype network of the genus Gloydius based on mtDNA ND4 gene sequences
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ND4 gene of QY224 and QY225 were sequenced by our study, while the other data were from Shi et al. (2016). The clade of G. cognatus was

(. changdaoensis

demonstrated in the rectangle frame. I1 represents Sonit right banner, Inner Mongolia; N6 represents Wuzhong, Ningxia; G1 represents Delingha,

Qinghai, and 05 represents Gansu. The number on the links of the network (lItalic) corresponds to the number of mutated positions (the lines

without number corresponds to single mutation). Larger circles represent haplotypes that are shared by more than one specimen.
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