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Abstract: Four male bats were found in Yangshan County (24°48'39.5"N, 112°51'01.3"E, altitude 155 m),
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Nanling National Nature Reserve, Guangdong Province in July, 2013. The bats are small in size with 34.1 -
34.7 mm in forearm length (Table 1). Their pelage is dense, dorsal hairs dark brown at the base and greyish
brown on the tips; ventral hairs is creamy white on the tips and black brown at the base (Fig. 1). Each wing is
attached to the distal end of the outer metatarsal of its respective foot. The feet are greatly enlarged, exceeding
half of the length of the tibiae. The total length of skull is 14.3 - 14.7 mm, and condylocanine length (CCL
11.4 - 11.8 mm, C-M® 5.5 - 5.8 mm (Fig. 2). The four specimens were identified as Kashmir Cave Mypotis,
Myotis longipes, which was found first time in Guangdong Province. These bats were further confirmed as M.
longipes by phylogenetic relationships inferred from their Cyt b sequences (1 140 bp) (Fig. 3). Although this
species had been found in Guizhou, Guangxi and Chongging, China, but only few specimens were kept in
collection and few information available. We recorded the morphological structure, skull feature and
compared these measurements with bat specimens from India (Table 1). The echolocation calls of these bats
were frequency modulated (FM) with main frequency 68.2 kHz (Fig. 4). We also discussed the taxonomy and
distribution of this bat species in China. The specimens were kept in Guangdong Institute of Applied
Biological Resources.
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CTTTGG G-3"), #5141, Y 4 CIT,
W 24 A/T (Bickham et al. 1995), PCR Jx ¥ fAk
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Fig. 1 External feature of Kashmir Cave Myotis
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Table 1 External and skull measurements of Kashmir Cave Myotis (length in mm, weight in g)

TiH
Items

A Body mass

i K Forearm length

AkK Body length

HA Ear length

H.5 Ear width

HEK Tragus length

HBf 9% Tragus width

Ji /K Hind-foot length

JEK Tail length

JEFK Tibia length

1% Third metacarpal length (III MC)
BIEFE TIHTK

Length of fist phalanges of the third digit (III1)
ESIE S ENIEEE e

Length of second phalanges of the third digit (I112)
FIVEEK Fourth metacarpal length (IV)
BV EgK Fifth metacarpal length (V)
WVEEEHEK

Length of fist phalanges of the fifth digit (V 1)
BVEEHIHEEK

Length of second phalanges of the fifth digit (V 2)

14K Greatest length of skull GTL

fifiizk: Condylobasal length CL

1z Height of the braincase HB

FLi- R4 #3§ Condylocanine length CCL

#ive Zygomatic breadth ZB

Jif%i 5% Breadth of braincase BB

MEMAIFE Least interorbital width LIW

JEEHiK: Palatal bridge length PBL

WK Rostral length RL

W% Rostral width RW

R %1555 Width between cingula of canines C*-C*

-85S = M 1A% Distance between M3-M?

- #4%1# Length of upper tooth row C-M®
R1ki%1K: Length of lower tooth row C-Mj
N4 Median palatal length ML

TR E[IJ% India (n = 9)
Guangdong (n = 4) Bates and Harrison (1997)
48~53
34.1~34.7 36.5~39.0
33.7~35.2 43.0~56.0 (n=6)
9.7~10.3 10.6 ~ 15.0
51~56
46~49
09~12
84~9.1 92~9.7(n=8)
27.9~287 37.0~46.0 (N=6)
140~148 144~178
325~328 32.0~352
12.1~135
88~97
31.2~31.9 31.6~357
31.1~315 320~35.2
8.0~9.0
51~6.1
143~147 14.0 ~14.6 (n=5)
11.3~12.4
6.4~6.6
114~118 12.2~12.8 (n=5)
83~86 84 (n=1)
71~75 6.5~6.9 (n=5)
32~34
59~6.5
32~33 32~34(n=5)
40~4.2
35~39 34~36(n=5)
5.0~5.3 5.2 ~56 (n=5)
55~58 5.1~53(n=5)
5.6~6.0 55~5.9 (n=5)
10.0 ~10.2 10.1~105(n=5)

Myotis longipes [¥J Cyt b F: 5741 (Ruedi et al.
2013) FARMBLEE R 99%. LLJLEEEE (Eptesicus
nilssoni) FI/NiLlE (Nyctalus leisleri) b &1

(£ 2), FT Cyt b £:[K 1 140 bp Mg T R H 1
JEIB R R (B 3), NL131121
[t} Cyt b JE A7 M. longipes k¢, JfH 5k A
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a. I#

K2 KiREIELE
Fig. 2 Skull of Kashmir Cave Myotis
W b, EEEIEOW; o bAEOIE; d FEEOm; e FEE IR,

a. Cranium, dorsal view; b. Cranium, ventral view; c. Cranium, right side view; d. Mandible, right side view; e. Mandible, dorsal view.
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Table 2  List of the 13 cytochrome b sequences (Cyt b) used to reconstruct the phylogeny of Myotis bats

L/LLEX

Species

B AU
Locality

Cyt b JEFI[¥) GenBank J7+%5

GenBank accession number

SCHR

Reference

JbEEIE Eptesicus nilssoni
/NI Nyctalus leisleri

JTUHE AL LRI Myotis adversus

K5 U H-4% M. longipes
KA U HUE M. longipes
KA U HUE M. longipes
KA U HUE M. longipes
7K B E-8 M. daubentonii
KPRHEIE M. davidii
EJiE R M. fimbriatus
G B EE M. horsfieldii
e 7K RUEHE M. lagiger
K2 FUHIE M. pilosus

14 [E Germany
Hti =t Switzerland
El1Je Indonesia
ZH Laos
Tk Chongging
57/ Guizhou
J” 7 Guangxi
1 E Germany
]~ % Guangdong
BV Taiwan
7+ ¥ Hong Kong
5 Henan
]~ % Guangdong

AF376836
AF376832
GU372823
KF312511
EF555231
FJ215678
KF312512
AF376847
AB106591
KF312497
KP187907
EF570880
AB106608

Ruedi et al. 2001
Ruedi et al. 2001
Han et al. 2010
Ruedi et al. 2013
Zhang et al. 2009
Zhang et al. 2009
Ruedi et al. 2013
Ruedi et al. 2001
Kawai et al. 2003
Ruedi et al. 2013
Ruedi et al. 2015

Niu et al. unpublished

Kawai et al. 2003
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2.3 [EIFEEMESSITER 4), EHEN 68.2 kHz (61.3 ~ 73.4 kHz),

wo HEIK Chongging

99 '—— # M Guizhou

Myotis longipes

o6 w J7 4% Guangdong

‘———— /770 Guangxi

100

TERI K REIE M. lagiger

2 KB IE M. davidii

o4 100 ———— B HUE M. fimbriatus

e N2 RIS M. pilosus
99

KL EE M. daubentonii

99 —— JREE B M. adversus

—— MK M. horsfieldii

JukrlE Eptesicus nilssoni

/NS Nyctalus leisleri

B3 FET Cytb ZEFEMRKKIE REELILEEYF REHM (NI
Fig. 3 Phylogenetic relationships of Myotis bats inferred from Cyt b gene sequences (1 140 bp)
and using neighbor joining
WSS P ARSRRR, AEERIEAL M LRV R A . R BT R Cyt b 2 R e 91 il WAk 2.
Node numbers indicate bootstrap value, Eptesicus nilssoni and Nyctalus leisleri as outgroups, all of the species Cyt b gene sequences information
see details in table 2.
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Fig. 4 Spectrograms (a) and amplitudes (b) and power spectrum (c) of echolocation calls of Kashmir Cave Myotis
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EUEHAHy 90.7 kHz (83.6 ~ 98.4 kHz), 45l
HiF Ny 62.9 kHz (61.0 ~ 66.5 kHz), Jiki s
AR, S 3.5ms (4.0~5.6ms), fkiialkg
AT K, 4 76.2ms (68.6 ~87.8ms).
2.4 YihisE

A CL ERhANE S SkBP R Cyt b 75145
B BE]T R IR A B AR B
HoE . KRR EEAARRN, ERKEdRK
2 2F, 5 Myotis capaccinii. i g . 7
KR S5 N . K Fi R S R K
R 2 T, A R b R, m)E#H
Tos 5B EE X BRI RE )
#B Crostrum) PR, B T 2h iz
ARy, 171 7 J B A T Y Sk, BB
B RGN s K4e UE IR 55 /) Myotis
capaccinii f)—MEAf, (H AR S/ CRir7 i
£ 34.1~39.0mm, FiiAK 14.0~14.7 mm; 5
HAIEA 37 ~ 42 mm, fi4z K 14.8 ~ 16.1 mm),
SRR (AT 10mm BUF, JEE G L K
11 mm) 4T ABAI R (Han et al. 1969).
I EEX) Cyt b P4 A RS AR B e ()b
AN KA R EEE, 5 Ruedi 25 (2013) AR
Myotis longipes J¥ %1 ( NCBI J¥ %1 5 A4
KF312512, RN 16D HA 99% ML .
KA S 1) [B] 7 58 A7 75 P IE A 1 TG
SCHRHRIE .
3 g

Kofif WOE I E A TR JEIUR
24t EIEFIG E (Simmons 2005, Ruedi et al.
2013, 2015), WA 1) 78 (Ruedi et al.
2013). #i M (ENAE 2003) FIFEK (Zhang et
al. 2009); WLIRAE) AR PR IR IR, T
W R T R GRS S YEPE%E) Al g 40 A
AR AR

K5 W HIE (Myotis longipes) 5 # A A
Myotis capaccinii, LA — R (H&
Ellerman %5 (1951) Ry yfp, Han&k &

(1969). Corbet (1978) fil Bates (1997) %5%%
ARSI A . Myotis capaccinii 3%y
A TH A BN . RSP IRES, L
FARMANE . HIL, DLEs, v, .
19,27 5 e W45 (Simmons 2005), 5K 45 i H-
WA X LT3 . KR B AR AR X
BiN—28 MFEARE, BIBMAE T M
Myotis capaccinii BUARXTRA, BEEZ 1, #
JE B TR SCTT (Sharifi et al. 2006). VEFA%%
(2001) 5% Myotis longipes BHiF A “ K2
Hig” , ¥ Myotis capaccinii #1328 “ K4k
SOHIE” , (H2, #REE% (2007). Smith 55
(2009) #J# Myotis longipes &% 4 KI5 W H-
. NI F, i 4 Kashmir Cave Myotis,
Ji # A4 Long-fingered Myotis , HI Myotis
capaccinii BIPEA “ KA W H I B H
AR SCAT IR HE45 (2007) « Smith %5 (2009),
Myotis longipes 1+ 3C 447548 F K Fi il H- 0

E B R Gk BB IR KR R
PN Ay K, SRR BIERE R ERR
B (Ruedi etal. 2013, 2015); [H Py 4> Bl H-
ARG KR (B 3) Eork, KA Kpkg
() NL131121 55 A 250 An) b A HE B
IE PSR O R I, 105 PR 5 M b
BT, FFA R AR AL IR
HPEINE A R R RE, TR AR AT AEUE
PEIIE

KA B[] R oy 7S A YA FM R,
ST LSRR R I, 340 68.2 kHz, ARG
62.9 ~ 90.7 kHz, ik ot b 2 AH Xf 4% %
(3.5ms), BkrPIAIFEAHX LG (76.2 ms). KT
A PR H AT G SCERIRIE e
WEAWIT. NI EREE, 8T sy
(1) B EF g 7 2 22 . JOAHALUA Myotis capaccinii
B K A& BRI (Almenar et al.
2007, Aizpurua et al. 2013); Z5& AR DL &
K AR BCEIE B 5 A SRR, S 3 A K
M, URHCOhEZEY), EGHMEREE
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0, (HAFTTUESE .

Kefig R IEAE KA RE (2 000 ~ 5000 H)
W EAE WL, AiE LR 1300 ~ 1 754 m Hh
X (Topal 1974); frfil&¥r, —AKZ) 2 000
SUKHR B A R 1 S 2R T A B AT — K
2150 m [ FRRIEN (%8 1.5m, & 1.2m),
B N R RE (20°C), KAe B H- s BEATL IR 4R Ak
YT U0ER, JFH 5 K4 200 FH 0 K B i

(Miniopterus schreibersii) H:A# T~ It (Han& et al.

1969); MEMEA ] A FLI R AL AE kS, BH4E 6
A 24y AR FLZEY (Topal 1974). )™
IR AR AR B — R ) ISR AR, 1%
WKL 2km, HAEL 2m, HEHK, ARG
R IL 3L IE  (Rhinolophus sinicus) FIFE%
SLIE (R, pusillus), & FEIAE #E A 4T o

B ARSEAGE. RIS, R EEIY
GAEI AN TAER G T, iR o
WM, B

Z % X M
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