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Abstract In this study pMD 18-T cloning vector was used and the 879 bp OR gene of Labrador Retriever Canis
Jamiliaris  policedog was successfullycloned. Following T-A cloning the recombinant plasmid pMD-CfOLF4 was
sequenced and compared with the published sequence of dogs from GeneBank to analyze the variability of the Labrador
Retriever OR gene.
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Fig.1 Electrophoresis of the products
amplified by PCR
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1. 879 bp fragments of Labrador OR gene
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Fig.2 Analysis of recombinant plasmids Fig.3 Analysis of recombinant plasmids by PCR
by double digest 1. CfOLF4 PCR
1. EcoR 1 + Sal 1 M.DNA DI.2000
M.DNA DL15000 1.The products amplified from pMD-CfOLF4 plasmids by PCR
1.pMD-CfOLF4 plasmids of Labrador digested with M. DNA marker DL2000.

EcoR 1 + Sal T M.DNA marker DL15000.

TGGAACTAGAGAATGATACACGAATTCCAGAATTTCTCCTTCTGGGATTTTCAGAGGAACCAAAATTGCAGCCCTTCCTC
TTTGGGCTGTTCCTGTCCATGTACCTGGTCACCATACTTGGGAACCTGCTCCTCATCCTGGCTGTCAGCTCTGACTCTCAC
CTCCACACCCCCATGTACTTCTTCCTTGCCAATCTGTCCTTTGTAGACATCTGTTTCACCTGTACCACCATCCCAAAGATGC
TGGTAAATATACAAACACAAAGAAAAGTCATAACTTATGAGAGCTGCATCATACAGATGTACTTTTTCGAGCTTTTTGCAG
GTATAGACAATTTCCTCCTGACTGTGATGGCCTATGATCGCTACATGGCCATCTGCTACCCCCTGCACTACATGGTCATCAT
GAACCCTCAGCTCTGTTCACTACTACAACTGGTATCCTGGATCATGAGTGCCTTGCATTCTTTGTTACAAACCTTAATGGT
GTTGCGACTGTCCTTCTGTACACATTTCCAAATCCCCCACTTTTTCTGTGAACTCAATCAGATGATCCAACTTGCCTGTTCT
GACACCTTTCTTAATAACATGATGTTGTATTTTGCAGCTATATTGCTGGGGGTTGCTCCCCTGGTTGGAGTCCTTTACTCTTA
TTTCAAGATAGTTTCCTCTATACGTGGGATCTCATCAGCTCACAGCAAGTATAAAGCATTTTCCACCTGTGCTTCTCACCTC
TCGGTTGTCTCCTTATTTTATTGTACAAGCCTAGGAGTGTACCTTAGCTCCGCTGCTCCCCAGAGCACCCACACAAGTTCA
GTGGCCTCAGTGATGTACACAGTGGTCACCCCCATGCTGAACCCCTTCATCTACAGCCTCAGAA

4 CfOLF4
Fig.4 The nucleotide sequence of Labrador CfOLF4 gene
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Table 1 Nucleotide and amino acids alterations Rattus norvegicus s
bp
CfOLF4 434 879
Loci
U53682 T G :
Base substitution A A OR 1
kb
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Fig.6 Phylogenetic relationship
PCR 3 OlenderT Fuchs T Linhart C et al. The canine olfactory
DNA 879 bp CfOLF4 subgenome . Genomics 2004 83 3 361 ~ 72.
GenBank CfOLF4 4 Quignon P Kirkness E Cadieu E et al. Comparison of the
enbpan
canine and human olfactory receptor gene repertoires. Genome
U53682 99.8%
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