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An Improved Method for DNA Extraction from Avian Specimens
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Abstract Non-invasive sampling is a useful tool for genetic analysis of endangered species but it is often inapplicable
due to the low quality and quantity of DNA obtained. In order to explore a method for extracting DNA from specimen of
bird we tried to extract DNA from dried skin of birds. We extracted total DNA of the koklass specimens successfully.
Compared with the existing DNA extracting methods our method allows the use of minute amount of dried skin and the
feather and this method is easier quicker and more economical. The specimens of the dried skin and feathers are
proved to be a good source of DNA extraction for genetic analysis.
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Alignment of the Koklass mtDNA partial sequences of the control region
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1.The sequence from GenBank; 2.The sequence of the control amplification; 3. The sequence of the extracted DNA obtained by using our method .
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