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Abstract Using the general primers in mtDNA cyt b of Cyprinidae fish we examined partial nucleotide sequences of
fish mitochondria DNA  mtDNA  cytochrome b region from Leuciscus merzbacheri L. baicalensis and L. idus in
Xinjiang China. We sequenced 413 bp lengths of homological fragments in the cyt b from 15 individuals of the three
fish species. The homological fragment analysis showed that the average content of A T C G were 27.4% 26.7%

17.2% and 28.7% respectively and A+ T content 54.1% was higher than G + C content 45.9% . A total
of 52 mutation spots were tested in 413 homological nucleotides. Transition was higher than transversion and the ratio

between transition and transversion was 3.5. The evolution speed of mtDNA cyt b manifests non-identity among three

No.8070-822532
E-mail hwg-t@ 163. com
2004-09-06 2005-03-10



3 3 DNA b - T

Leuciscus . Between L. baicalensis and L. idus L. baicalensis and L. merzbacheri the genetic distances were
0.125 1 and 0.126 1 respectively and there were low conservation. The genetic distance between L. idus and L.
merzbachert was 0.000 7 and there was very high conservation. The phylogenetic tree of mtDNA cyt b built with
MEGA 2.1 showed that L. baicalensis was an independent one and L. idus and L. merzbacheri were closer. It is
suggested that the relationship between L. idus and L. merzbacheri is close and that between L. baicalensis and L.
merzbacheri is far.
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Table 1 Scientific name sampling location number and code of three Leuciscus species
Scientific name Sampling location Number Code
3 sz
Leuciscus merzbacheri Sailimu lake group in Xinjiang
2 sg
L. idus Sailimu lake group in Xinjiang
6 sh
L. baicalensis Sailimu lake group in Xinjiang
4 eb

E’ erqisi river Beitun group in Xinjiang
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EDTA pH 8.0 40 pg/ml RNase A
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10 mg/ml K 17 il K
400 pg/ml 60°C 2h
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30s 12 000 r/min 30 min
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TC—3/ 10

50 pl 50 ng
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PCR PE PTC-100™
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Table 2 Haploid-types from part sequences divergence of mtDNA Cyt b of
fifteen samples of three Leuciscus species
111111 1111222222 2222222223 3333333333 34
1234444557 8899011234 7789001222 3445678930 0002344557 70
9813456286 5847925438 2519584369 2146270571 3478069580 10
Cyt hl AGCTGCTCAA TCAAACGGAG TAGACGGCTG TAAAACCTAT GCCCTTGAGT CT
cyt b2 B o R Counnn T i
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2.3 mtDNA Cyt b 33 mtDNA Cyt b
Kimura-2-parameter 3
3 Table 3 Genetic distance of nucleotide in Leuciscus
mtDNA Cyt b
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