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DNA Extraction and RAPD Analysis of Grasshopper Samples Kept
under Different Conditions

ZHANG Jian-Zhen GUO Ya-Ping MA En-Bo
( College of Life Science and Technology , Shanxi University, Taiyuan 030006, China)

Abstract: To explore the molecular phylogenetic relationship of grasshoppers, genome DNA of grasshoppers which
were frozen under - 20°C, preserved in 100% ethanol, 70% ethanol or kept as a dry sample was extracted using
saturated NaCl. Arbitrary regions of the genome DNA were amplified by polymerase chain reaction (PCR). The
results indicated that DNA obtained from 70% ethanol fixed samples and some dried samples were visualized by
ethidium bromide staining of agarose gels, the DNA was of a low molecular size and invariably proved to be degraded,
which caused either information not to be obtained entirely or no amplified bands in PCR. However, the well-
preserved dry samples, the frozen samples and 100% ethanol fixed samples were quite good for DNA extraction and
RAPD analysis, and they were used as the optimal preserving condition in studying molecular phylogenetic relationship
of grasshoppers.
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L3514 0.4 pmoV/L(GI1 ¥ ¥t LA TEY TREARR
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