2003 38(5)

s ¢ Chinese Journal of Zoology + 41 -

SiTAEENE DNA WSS
* B W %

(BEOA—FRBXFNTREEE HIL 158308)

BE. ZH 2 FARAEADEI R TS0 A% mDNA B8, 7E 60 L MEFRH 30 MR SR,
HERTHENSER, HAMNERF A P RBHEGESNRT, BEME T REERRD 0.35% ,#
FREFERBEN.0M% ., ZVARESFHEETRZ WE=2TARSHINHERERT —HH
e, 76 & FOE AR 15 20 ) 3 3 MON AT 2 .

R@R: ZITEHE; SRk DNA;, 254, Rt E

MESHESQ953 XWEFIND:A X ERS 0250-3263(2003105-41-04

The Polymorphism of Mitochondrial DNA in Sanjiang White Pig

LI Xin YANG Jun
( Department of Animal Science , Heilongjiang August First Land Reclamation University , Mishan 158308, China )

Abstract: A total of 22 restriction endonucleases were used to investigale the mitochondrial DNA
polymorphism of Sanjiang white pigs. Thirly restrictive morphs were detected, which can be sorted
inte 7 haplotvpes. The differences beiween haploiypes came from several dots mutation, The average
genetic distance among haplotypes is 0.35% , and the value of average sequence variation in San-
jiang White pigs population is 0,044 9% . The results indicate that the genetic diversity based on re-

siriction endonuclease cleavage palterns within Sanjiang white pigs is remarkably scarce. They may

have originated from a late common ancestor, and are likely impacted by the founder effect.
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PEATH K, IR L 5E (2 pg/ml) BB f85 H 3 S
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RHH DNABE 22 Apa 1, Ava I, BamH I,
Bel 1,Bgl 1, Bglll, Cla I, Dra 1, EcoR 1, EcoR
V,Hind W, Hpa 1, Kpn 1, Pst 1, Puv 11, Sac 1, Sca
1,Sal 1, Sam 1, Stu 1, Xba T, Xho T % 22 FHER
R ELRSRAMERRERBESTE
RFE 1. ZILHHE mDNA B5F 8K 16.3 kb,
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MRt REA

o 41 e B H B4 T8 (kb)

Apa 1 3 11.5,4.2,0.6

Ava 1 2 11.6,4.7
BamH I 5 10.3,2.1,1.8,1.2,1.0
Bel 1 7 5.5,2.6,2.2,2.0,1.7,1.4,0.9
Bgl 1 3 6.7,5.5,4.1

Bl Il 1 16.3

Cle 1 2 9.0,7.3

Dral & 7.6,2,2,2.1,1.8,1.4,1.,2
FeaR 1 3 8.3,4.9,3.1

EeoRVY 1 16.3

Hind [l 4 9.2,4.3,2.4,0.5

Hpa 1 2 13.2,3.0

Kpn 1 1 16.3

Pst 1 3 9.3,5.4,1.6

Puz I 2 10.1,6.2

Sac I 2 15.5,0.8

Sal 1 1 . 16.3

Sea 1 9 3.1,3.1,2.3,1.8,1.7,1.4,1.3,0.9,0.7
Sma [ 0

St T 7 3.9,3.8,3.7,2.6,1.1,0.7,0.5
Xbo 3 9.3,5.7,1.3

Xho T 0

B 1 miDNA ¥ Xko 1 % 7 TR &) 4 £ i D i
MEDEMHES Xho 1 Su] . Scal  EcoRV .
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F2 ZIIEH mDNARFEEHEEERE

AR -8 EERE(%) © RSN BB B F B (kb)
Ava T -A 58 96,7 2 11.6,4.7
A ]-B 1 1.7 1 16.3
Am I -C 1 1.7 3 11.6,2.4,2.3
Blll-A 3 5.0 3 7.4,4.6,4.3
BglI-B 56 91,3 1 16.3
Bglll-C 1 1.7 2 $.9.7.4
EeoRT-A 58 96.7 3 8.3,4.9,3.1
FeoR]-B 2 3.3 4 4.9,4.4,3.9,3.1
EcoRV-A 59 93.3 1 16.3
FeoRV-B 1 1.7 2 10.8,5.5
Sn]-A 4 6.7 3 3.1,2.5,1.8,1.7.1.4,1.1,0.9,0.7
Seal-B 55 91.7 3 3.1,2.3,1.8,1.7,1.4,1.3,0.9,0.7
Seal-C 1 1.7 3 4.5,3.1,2.3,1.8,1.7,1.3,0.9,0.7
S l-A 6 10.0 7 4.1,3.7,3.6,2.6,1,1,0.7,0.5
Sul-B 54 90,0 7 3.9,3.8,3.7,2.6,1.1,0.7,0.5
Xeal-A 58 9.7 3 9.3,5.7,1.3
Xba1-B 2 3.3 2 9.1,7.0

%3 ZTIARERREHEHERSHME(R)

BfER %8 S Ava [ Bel I EcsR 1 EcsRV Sea [ S [ Xba 1
I 7 1.7 A A A A A A A
it 2 3.3 A B A B B B A
Il 1 1.7 A B B A B B A
if 1 1.7 C C B A B A A
v 1 1.7 A B C B A A B
il 2 3.3 B B A A B B B
il 46 76.7 A B A B A B A
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ERERFZW, =T B % mtDNA B4Rk
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