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Odorrana liboensis Found in Guangxi
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Abstract: Odorrana liboensis is only known from its type locality, Maolan National Nature Reserve, Libo
County, Guizhou Province, China. In August 2021, two specimens (1 male, 1 female) of the genus Odorrana
were collected from Nongyao, Napo County, Baise City, Guangxi Zhuang Autonomous Region, China
(23°01"21" N, 105°50'58" E). The specimens were identified as O. liboensis, representing a newly recorded
species of Amphibian in Guangxi. Morphologically the two specimens are basically consistent with type
specimens of O. liboensis, with slight differences in body size and abdominal color. The phylogenetic tree
constructed based on sequences of mitochondrial 16S rRNA gene showed that the two specimens were

clustered together with O. liboensis from the type locality with a support value of 100% and a genetic distance
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of 1.5%. This study shows that there are genetic and morphological differentiations between the two specimens

and the type specimens of O. liboensis, which provides basic data for the research of frog biogeography.
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Tablel Information on voucher No., GenBank No., localities and resource of samples used in this study
YFh FrAS GenBank 7315 KAEH HeUs
Species Voucher No. GenBank No. Locality Resource
ASChRA GXNU YU000307 ON514525 I PEAH Napo, Guangxi AHFFT This study
Specimen of this study GXNU YU000308 ON514526
7% 5L Odorrana liboensis GZNU20160802003 MW481352  5t/H 74 Libo, Guizhou Luo et al. 2021
GZNU20180608009 MW481351
GZNU20180608007 MW481350

P O. versabilis HNNU 003 LS KF185055 St L Leishan, Guizhou Chen et al. 2013
KW Rk O. nasica AMNH A161169 DQ283345 #EFFT 5 HaTinh, Vietham Frost et al. 2006
Tt fE RuE O. grahami HNNU 1008-016 KF185051 Z# R Kunming, Yunnan Chen et al. 2013
4Rk O. margaretae HNNU 20050032 KF185035 VUJIUKYE Emei, Sichuan Chen et al. 2013
Je ik RuE O. lungshengensis 70028 KF185054 J P ERE Longsheng, Guangxi  Chen et al. 2013
B S O. lipuensis NHMG1303018 MH665676 ] Pi#ii# Lipu, Guangxi Chen R Unpublished
F R O, jingdongensis 20070711017 KF185050 MR Jingdong, Yunnan Chen et al. 2013
# K R O. huanggangensis GZNU20170822001 MW481354  #tJH%5 % Libo, Guizhou Luo et al. 2021
1654 O. schmackeri HNNU 0908-349 KF185047 WALE S Yichang, Hubei Chen et al. 2013
AT 58 O. hejiangensis ODHJ106 KR338103 VU1 Hejiang, Sichuang Xiong et al. 2015
#5754 O. hainanensis HNNU 0606105 KF185032 #FmF4E 1L Wuzhishan, Hainan Chen et al. 2013
R O. fengkaiensis SYSa002253 KT315380 I PEYE P Jingxi, Guangxi Wang et al. 2015
K& O. graminea OGW33 KR338210 JTPE4:75 Jinxiu, Guangxi Xiong et al. 2015
%l Rl O, yentuensis NHMG1401035 MH665675 J"P4 Guangxi Chen &3 Unpublished
BT Rana weiningensis SCUMO0405171 KX269217 SN E T Weining, Guizhou Yuan et al. 2016
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Table2 Measurementsof Odorrana liboensisfrom Napo County of Guangxi

i H Item

GXNU YU000307 @

GXNU YU000308 &

Hf Value (mm)  LL#) Percentage (%)

i Value (mm) LA Percentage (%)

A+ Snout-vent length SVL
3k Head length HL
% Head width HW
K Snout length SL

B [E]F Internasal space INS

ARIG % Upper eyelid width UEW

R 42 Diameter of eye ED

/% Diameter of tympanum TD

A & FK Length of lower arm & hand LAHL

A 5& Diameter of lower arm LAD

Ji# & Tibia length TL
/24 Foot length FTL

48.8
18.4
17.9
8.1
4.5
3.7
6.1
3.8
26.3
4.1
29.3
27.8

43.7

37.7 153
36.7 14.4
16.6 7.3
9.2 34
7.6 3.5
12.5 6.4
7.8 3.7
53.9 23.7
8.4 3.8
60.0 26.6
57.0 24.7

35.0
33.0
16.7
7.8
8.0
14.6
8.5
54.2
8.7
60.9
56.5

R B S LS TR A5 AR o

Percentage in the table refers to the proportion of each morphometric character to the snout-vent length.
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Fig. 1 Odorrana liboensisfrom Napo County of Guangxi

a. fWf; b. BETHI; c. BHIH; d. T50f. a. Lateral view; b. Ventral view; c. Ventral view; d. Dorsal view
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Fig. 2 Bayesian phylogenetic tree of Odorrana based on 16S rRNA sequences
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Table3 Genetic distances of some Odorrana species estimated from 16SrRNA genes
based on Kimura two-parameter model
YiFl Species 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
1 %3 54 Odorrana liboensis
2 Fhik 5L O. liboensis 0.015
3 P O. versabilis 0.141 0.144
4 KW R O. nasica 0.157 0.159 0.072
5 TAafit R O. grahami 0.114 0.112 0.114 0.133
6 4 R0 O. margaretae 0.123 0.124 0.120 0.152 0.029
7 JeffE Rk O lungshengensis ~ 0.114 0.115 0.123 0.134 0.073 0.077
8 FHili 5Lk O. lipuends 0.046 0.047 0.151 0.157 0.123 0.130 0.118
9 Bt 5Ll O jingdongenss  0.107 0.108 0.115 0.138 0.021 0.029 0.066 0.114
10 #% 454 O. huanggangensis  0.130 0.136 0.115 0.131 0.106 0.119 0.103 0.144 0.100
11 1£ 5 O. schmackeri 0.132 0.138 0.117 0.129 0.095 0.108 0.103 0.136 0.096 0.079
12 VL5 O. hiangenss  0.137 0.140 0.113 0.135 0.089 0.106 0.093 0.148 0.095 0.084 0.076
13 #§F5 50 O. hainanensis 0.142 0.148 0.129 0.151 0.111 0.122 0.105 0.150 0.101 0.079 0.075 0.074
14 #HIT 54 O. fengkaiensis 0.145 0.152 0.125 0.140 0.103 0.114 0.102 0.152 0.096 0.076 0.77 0.070 0.019
15 K&k 5L O. graminea 0.137 0.138 0.101 0.124 0.102 0.112 0.113 0.143 0.107 0.125 0.109 0.119 0.127 0.122
16 Z T 11 5UE O. yentuensis ~~ 0.147 0.153 0.074 0.036 0.135 0.146 0.138 0.154 0.138 0.125 0.123 0.130 0.140 0.132 0.124

L SIMIAE 7 U B PR 2. ) PR VA XS L 7l Sk

1. Odorrana liboensis from Libo County of Guizhou Provence; 2. Odorrana liboensis from Napo County of Guangxi.
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