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Cross-species Amplification of Rat and Mouse Microsatellite DNA
Loci in the Niviventer conf ucianus
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Abstract: Taking consideration of the fact that microsatellite primers can be amplified among different species in the
same genus, family and order,we used 70 Rat( Rattus nowegicus) and Mouse( Mus musculus) microsatellite primers to
ampliy their counterparts in a cose species the Chinese White Bellied Rat ( Niviventer coif ucianus) through PCR
amplfication, polyacrylamide gel electrophoresis and silver staining technique. A total of 40 loci could be ampliied in
acarose gel electrophoresis, but after polyacrylamide gel electrophoresis, only 21 loci could be stably amplified, among
which 15 loci showed hybridism and 13 loci showed polymorphism. Mg® concentration in PCR am plification was at
1.5 and 2. 0 mmol/L,, and the annealing temperature ranged from 50C to 60 C. The existence of stuter bands in
partial amplified products did not affect the selection of purpose bands. Overall, & & feasible to amplify the Chinese
white bellied microsatellite primers by using their rat and mouse counterpaits.

Key words: Niwviwenter corfucianus; Microsatellite; Polyacrylamide gel electrophoresis

( microsa ellite marker) ( Rodentia) (Muridae) ,

?

(No.Y507080) ;
[1- 3] ’ * , Emai: &ky90@zjnu. cn;

[4.5] Le] . .
; Ermail: sunho84@ gmail. com

( Nwiventer corfucianus) : 2009- 04 10, :2009 09 16



. 146 *

Chinese Journal ¢ Zoology 44

[7.8] [9]
[10,11] [12, 3] [14,15]

[16]

B

( Rattus norvegicus ) ( Mus
musculus) ,
70
DNA, ,
1
1.1
1.1.1 2008
5
, 125 89
214 ,
9% )
- 70C ,
1.1.2 Eppendorf 5417R
; Eppendorf ; Thermo DNA
; BIO-RAD ; BIO-RAD PCR
; BIO-RAD ; BIO-RAD
1.1.3 Ex Taq dNTP DL2000
DNA marker ( ) ,
pUC19 DNA/ MSPI Marker
1.2
1.21
1~ 4
6 ( DIMit13

D2Mit30 D2Nds3 D3Mit15 D3Mi22 DAMitl7), 6
~ 16 14 (D6Mit4 D7Nds1
D8Mit4 DOMit23 DIOMit3 D1OMit12 D11Mit2
DI12Nds2 D13Mit3 D14Mit5 D15Mit5 D15SMitl7
D16Mit4 D16Mit7) ; 1~ 14 38
(BSIS KAL PKC TON (PB FGG PKL
CAT SCN2A SVS2P A2M FABP1 ENO2 NPY
SPR TRY1 GLUTB PND (KB IGHE ELAl
MYC PERF ACPH APOC3 THY1 CRYG ABP
GH NGFR CSPMO2 TKG MDH2 PINAH LCA

AFP CSNA IGFBP), 16~ 19 12
(MBPA ACRM PRL RPL35P ADRB2 GJA1
TILP TTR HP UCP TAT 'INF), 70
(17,18
1.2.2 DNA 95%
, ddH,0 3,
150~ 200 mg,
DNA"™
,4C
1.23 PCR
buffer s
,  buffer Mg2+ 1 mmol/L 1.5 mmol/L
2. 0mmol L 3 8 s
PCR 25 HI: 10 % buffer (

2+

Mg~ 1 nmol/L 1. 5 mmol/ L

2. 5B dNTP 1.5 BI(2. 5 Pmol/ L)
0.4 HW( 10 Mmol/ L) DNA 1 H1(40 ng)

Tag 0.2 BI(5 U/,

2mmojL. 3 )

:HUC 5 min; 94°C
30 s, 50~ 60 C( Tm
8 , PCR )35
s, 72°C 405,35 ; 712°C 10 min
70
DNA ( 10
DNA, DNA
), 1% ,EB
DNA



, 214 bp
DNA , 6% )
, , DNA
2 000
’ 1 000
BandScan 5.0 750
: GelPro 4.5 o
100
2 1 DNA
Fig. 1 Agarose gel eectrophoresis of DNA extracted
2.1 DNA from Niviventer confucianus musde
. D% M: DL2000 DNA i1~ 6
DNA 260 nny 280 nm OD 1.7~ 1.8, M: DI2000 DNA marker; 1— 6. Animal numbers.
DNA , 40 40
(D PCR )
1~ 2 , 8 13, 1) 2  PKC
1 2
bp
2000
1000
750

500

250

100

.

2 PKC DNA
Fig. 2 Profile of agarose gel electrophoresis for PCR product of primer PKC

in Niviventer corfucianus genomic DNA
M:DL2000 DNA ; 1~ 15
M: DL2000 DNA marker; 1- 15. Animal numbers.
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3 TNF
Fig. 3 Profile of denatured polyacrylamide gel eectrophoresis for PCR product of primer TNF

M: pUC19 DNA/ MSPI 1~ 11
M: pUC19 DNA/ MSPI Marker; 1- 11 Animal numbers.
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