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Cloning o the Upstream Untrandated Region o CYP9 G2 from
Plutella xylostella by Genomic Walking
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Abgtract : To clone the upgtream untrandated regon of CYP9 G2 from dianondback noth, the geromic waking was
performed acoording to the routine procedure based on PCR anplification usng the outer adaptor primer (APL) and
CYP9 G2 oecific primer (GSP1) . After T-A doning, postive dones were corfirmed by nesed PCR usng the outer
adaptor primer (AP2) and CYP9 & ecific primer (GSP2) asforward and reverse primers. Andyssdf the upsream
DNA sequence of CYP9 G2 showed that 5 cisacting elements exiged in the upgream sequence o CYPO G2. One of
the dements was a putative intigtor of arthropoda, three of them were CAAT-like boxes, and the other one was an
antioxi dant-regponse-like dement. This kind of genome walking could be used in rgpid cloning o the pronoters and
other upsream reguaory elements in genes that only cDNA sequence was available, mgpping o intron/exon
junctions, and waking bidirectiondly from any sequence-tagged dte or expressed sequence tag. The method is
dnple, rdiable and dficient.
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