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Absgtract: Poper exresson o dage gecific genes is very inportant for early embryo development. The mRNA
dfferentid diglay was used to gudy the dage- Pecific genesin rabbit preimplantation embryos. A totd of 42 postive
dfferentia fragments were obtained ,of which 5 fragments had no honolog in the NGBl and BVIBL . These fragments
were submitted to the BMBL and accesson numbers were gven. All these 5 genes were ecificdly expresed in
norua gage. Maternd-to-zygptic trangtion of rabbit sartsfrom 8 - 16 cell sage ,and therdfore ,these genes sould be
embryo- ecific. This research would lay a foundation for further invedigating the transcriptiona nodulation of rabhit
preinplantation embryo development.
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[1]

[2]

AJ616738
TTCCCTTTTTTTTTTTTTTTACTTAAACATTTTTATGAGGATTTAGATGGAATTTTTTTGTCAGTTAATGTTGGT
TCCAGAGCTTCAGACTGTTGAGATCTGCTTTATAACAGTCACTGTACTAACCCTTGGAGATGGGGTGGGGG
GTGGCTCAGTTTAGTTACATCCTCAAGGCAAACTCTTAGTGGAAAATAAATGTTCTTTAGTTATATTTTTCTC
TGAGTGATGGTGTTTGTTTGGTCTCTGAACATTTAATTTGCTTGCAAAGTGTCAGTTTCAAAACCAATAGGC
TACTACACAGAGAATTTGAAGAAAATTTGTATATGTGTGGATATGCCTTTGCGGTGGTTTATATAAAGCTAAT
AAACTTCTACTTCATTTTTG

AJ616739:
TACTTACACCAATTTTTTTCTTTTTTATCGCTAAAATATGGCACGGCAAGGTTTCTTTTGATAAGTTCATCGG
CAATATTTAATCCGCCAACTTGAACAATTGCTAAGATTCTTCCGCCAAATTTATCCCATTTTTTTACATCAAG
CATTATTTCTCTTTTTCCAACTAAATTTGTTGTAAATTCAGTTGCAAGATTTGCCAAGTCATTTTCCTTTTTAC
ATTTAGCTTTTGAGCCTTTCTCTGGAGTATCGACACCATAAATCCTTACACTCAGCCCTAATTCTTTAAGTAA
TGAGCCGTCTTTTGATGTATCAAGTTTAATAGTGTCGCCATCAGTAATTTTTTCCACTTTATAAACATAAAGG
TTTTTGGCTTCGACATTG

AJ616740:
CATTAAAAATATAAAATAGCTGCCAGTGCCTCCTTTTTTGTTCTTCATAATGATTTATACATAACTCAATTCCA
TTGATATGTGTGTATGAATTTTCTATATGATTGTGTTATCACTGAAAATGGGAAGGAATAGAGAAAAAAATAA
AAAATGAAAATAAGAGAATATGCGCTGTCAGTTCTTAAGAAAAGAGATACAAAACGGGCAAGGAAGCAGG
CCTGAGCCACGAAGCTGGTTGGCTATGGAGCCCATGTTTCCAGGCCCACAAGTGCATCCAGCACCCAAAAT
GTCCTGTTAAGGATTTCTCCTTAGGAAGCAAAGTTG

AJ616856:
TGTATGGTGATAAATTCTCAAACTGACTTGAAGTTAGGTACATCCATCTGGCTCATACAAATAGAATATATAC
TTTTTGGTAATGGAGGTGGGCATAGATTCTACTTGATGTCAGAATTTGATAGCTTTAACCTTGAAGCAAATAG
ACATTTGAAAGCTTTTATAAAAATTGTAGGCCTTTAGGAGTTTCTTTGAGTCCATATTATGGGCCAGTTGACA
AAATTAATAACTATATGGTTACTGTACTATGGTCTGTACTCTTTATAAAACTGTTTAGAGGGATTAAGTCCCAG
AATAAAATGCGGCTTGTTT

AJ616857:
AATTTAGTTTAATACTTGGTTATTTTACACAATTACACCTTATTTATTATAATAAACACATCATTAATGATAAAC
AGTTGATAAATAAAGATACATGGATTTGTAC
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