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Abgtract : The taxoromic datus of  Schizopygopsis kessleri didributed in Qiadam Basn is remained controversd for a
long time. Inthe present sudy , the conplete sequence of the mitochondrid Cyt b gene from twenty four individud s of
S. kessleri oollected from the Geermu River and Tuosu Lake in Qiadam Basn and twelve individudsdf S. pylzovi from
the Ydlow River and Beichuan River in Datong was sequenced. The taxoromic datusof S. kesderi was invedigated
based on the genetic digance and phylogenetic andyses. The results sowed that individuds o S. kesleri and S.
pylzovi were ot formed reciproca mornophyletic clades in the phylogenetic trees,and the average genetic digance
(0.54 %) between S. kedleri and S. pylzoi was lower than that between other goecies from the same genus and
between geciesfrom other genera of sulfamily Schizothoracinae , which suggeded that S. kesseri from Qiadam Basn
has ot reached the genetic divergence levd of ecies. The resultsdf previous geologca sudy ,coupled with the gatus
o geogrgphica ilation between Qiadam Badn and Yellow River , suggeded that S. kederi shoud be regarded as a
subgpecies, S. pylzovi kessleri of S. pylzovi.
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Tablel Sampling locality, drainages, sample size and mtDNA haplotypes
Soecies ollection location Dranage Sanple sze Haplotype
Qiadam Basn Geermu River 16 S. kesleri QM1 GMI10
Schizopygopsis kessleri Qiadam Basn Twsu Lake 8 S. kederi TSI TS
Macbi ,Qinghei Yellow River 5 S. pylzod M1 M3

S. pylzovi Datong , Qinghai (
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Fig. 1 Sampling localitiesfor Schizopygopsis pylzovi and S. kessleri
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Table 2 Mean genetic digance o Kimura' stwo
parameter between species based on the complete
squence o cytochrome b gene

Soecies 1 2 3 4 5 6
1
S. chengi
2
S. younghusbandi 78l
3 ) 7.41 4.58
S. anteroventris
4

- . 729 4.5 504
S. kiaingersis
5
S. mal his 6.59 4.28 4.38 1.78
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7
. 4. 4.75 2 2.1 .

S. kesderi 6. 86 46 5 58 0 054
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Fig. 2 Phylogenetic treesfor Schizopygopsis kessleri and its closed species

based on mitochondrial cytochrome b sequences
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