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Abstract: Sus srda OPN gene was clmed by RRPCR, ts phylogenetic tree was constructed, and its expression was
studied by sem2 quantity RRPCR combined Westeri2blot. The result showed that camplete CDS of OPN was 909 bp,
coded 303 amino acids, and its characteristic motifs included: (1) a potential calcium phosphate apatite binding
region of eight consecitive Asp residues beginning at amino acid 86; (2) a celRattachment GIRAr@GIR Asp Ser
(GRGDS) sequence ( residues 153- 157); and (3) a thrambn RS cleavage ste (residues 163 and 164). The
phylogenetic tree showed that the relationship between S. scrda and swine was the most close, but farthest between
S. xrofa and Danio rerio. OPN gene experienced a wide variation during evolution. S. srofa OPN mRNA was
extensively expressed in different tissues, higher in heart, stomach, kidney, ovary, and lower in liver, spleen, lung,
small intestine, muscle, and uterus. Different tissues expressed proteins with different weights and there were three
patterns of expression, i.e., 70 ku, 70 ku and 45 ku, as well as 70 ku, 45 ku and 24 ku.
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Fig 1 Nucleotide and inferred amino acid sequences of Wild Boar OPN
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The indicated sequence motifs are: the signature sequence ( including SSEEK sequence),

vﬂiﬂi’ﬂ&ﬁ, ANk A T P I

substrates for transglutaminase ( glutamines),

polyaspartic acid domain, GRGDS ( sequence for cell attachment), and they are boxed; potential sites for phosphorylation by acidortophic casein

kinases N and O are underlined; the arrow in the first line indicates site of cleavage of the signal peptide sequence and the second amow

indicates the site of thranbin cleavage.
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Table I Nucleotide and amino acid similarities of Wild Boar OPN with those of other species
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Fig.2 Phylogenetic tree of 12 vertebrate OPN
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Fig. 3 Expression of OPN mRNA in Wild Boar
different tissues
a. Bactin FIOPN #ll45 &; b. OPN £k,
LoDy 2:0F; 3095 4B 50 6 7N 8L
9: “FE; 10: PP HE; M:DL2000 DNA 4 T it .
a. RT2PCR products and quantity analysis of different tissue
Radin and OPN; b. OPN (IOD)PRaciin (IOD).
I: Heart; 2: Liver; 3: Stamach; 4: Spleen; 5: Kidney, 6:
Lung 7: Small itestine; 8: Muscle; 9: Uterus; 10: Ovary;
M: DL2000 DNA marker.
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Fig.4 Expression of OPN protein in different tissues of Wild Boar
Lo 2:0F; 308, 4% Sl 6: /N, 7: LG 8: T 9: I, M: B Ao T i An itk
1: Heart; 2: Liver; 3: Stomach 4: Kidney; 5: Lung 6: Small intestine; 7: Muscle; 8: Uterus; 9: Negative control; M: Protein marker.
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