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Abdgract: This dudy edablished a multiplex STR gerotyping sydem through universal fluorescent primers in
combinationwith sequencing. For each pand of multiplex STR gerotyping anplification, two sets of primers were
ued, namely universal primers labded with FAM and ecific primers with an added 5 tal. We optimized the
proportion of universal and ecific primers and reaction of multiplex PCR was achieved. By usng this method , five
STR merker loci gerotyping were successully conducted within a Snde reaction. The optimized universa fluorescent
primers anplification genotyping sysem can be used in multiplex STR gerotyping , which dlows reliable, dfective and
low-cog genotyping conrpared with regular microsatelite fluorescent detection assays.
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1 10 STR PCR C3H B6
Table1l Specific primers sequences and fragment lengths o 10 STR loci amplified by
PCR from inbred mouse g¢rains C3H, B6
. PCR
5-3 Product size (bp)
STR Markers® Sequence of primers (5- 3)
C3H B6
D2Mit142-B8U + U2U TCACTTGCTTCCGTTCAGGGGGT GACTCTATTA GGCACA 159 157
D2Mit142-B8L + U2L GGTTTCGGATGTTACAGCGTA GCAA GGCATAA GGA GACCA
D4Mit71-D4U + U2U TCACTTGCTTCCGTTGAGGGAA GGACA GCCA GGTGGATAG 200 206
D4Mit71-DAL +U2L GGTTTCGGATGTTACAGCGTACCCCAAACTGOCATAGITAGIG
D4Mit163-D6U + U2U TCACTTGCTTCCGTTGAGGA GCCTCTAAAGACCCGAGA G 172 176
D4Mit163-DEL + U2 GGTTTCGGATGTTACAGCGTCTTGCGACTCACGICTAAA GG
D1Mit210-A10U + U1U CGCAAACCTGTACGCCATAA GACAAATACCCCACTATTAC 139 143
D1Mit210-A10L + UL CCCTCTGAGTGATGCCACATGICTGCAAATGGGTATG
D3Mit221- C1U + U2U TCACTTGCTTCCGTTGAGCGCAAAATGTA GATCCCTTCATAC 174 162
D3Mit221-CIL +U2L GGTTTCGGATGTTACAGCGTICTTATCTCCATAAAGAAGATGIA
D3Mit225-C2U + U2U TCACTTGCTTCCGTTGAGGGTAATTTTAAGATTTCTTCCAT 12 206
D3Mit225-C2L + U2l GGTTTCGGATGTTACAGCGTGITGAATTTATACACATGCTCA
D3Mit357-C3U + U2U TCACTTGCTTCCGTTGAGGTCACTATCTTCACTGAGAGAAT 136 142
D3Mit357-C3L + U2l GGTTTCGGATGTTACAGCGTTAGTATTTACTTGCTCTTAACTGA
D3Mit110-CAU + U2U TCACTTGCTTCCGTTGAGGATTTAATGTATTGGGGITTTGAC 184 188
D3Mit110-CAL + U2l GGTTTCGGATGTTACAGCGTA GGA TTTACATGGCA GGA GGA GA
D3Mit162-C5U + U2U TCACTTGCTTCCGTTGAGGTCTA GGA GA GACCGT TCCCA P o2
D3Mit162-CoL + U2l GGTTTCGGATGTTACAGCGTGAACACATTCACAGGATATTTTC
D17Mit129- upper + U1U CGCAAACCTGTACGCATTTTGCACGCTGACA GGTTGA 188 198
D17Mit129-lower + U1L CCCTCTGAGTGATGCATTCATGITGATTTCTGGTGTCC
D17Mit129- upper ~ ATTTTGCACGCTGACAGGITGA 158 168
D17Mit129-lower * ATTGATGITGATTTCTGGIGICC
“ ! ;o 5 ,
,a: STR

5 end squence, ddfined as' tall sequence” in italic formet wasidentica to universa primer sequence; * Regular fluorescent ecific primerswere
used as cortrol ; a: STR merkers and the metching universal primers are presented and symtolized.
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Abstissaa sows the 5ze of PCR fragments (lp) ; | gands for fluorescence intendty. (as same asfollowing fig. )
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Léft figure presents conventiond florescent primer method and the right presents universal florescent primer approach.
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