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David’s Myotis (Myotis davidii) Found in Hengdong County

Hunan Province, China
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Abstract: One female bat was collected in the Xianfei Cave (26°5824.93"N, 113° 3'23.03"E, alt. 641 m),
Sifang Mountain, Hengdong County, Hunan Province, on July26, 2015. The results of morphological
measurements and analysis on mitochondrial Cyt b gene proved that this specimen was David's Myotis
(Myotis davidii). The size of this specimen was small with the measurements as forearm length 34.54 mm,
foot longer than half of tibia (Fig. 1); skull length was 13.34 mm (Table 1), dental formula 2.1.3.3/3.1.3.3 =
38 (Fig. 2). Agarose gel electrophoresis of Cyt b PCR products shows a clear bright band near 1 000 bp (Fig.
3). The genetic distance based on 1 140 bp Cyt b from this specimen and other M. davidii populations were
inferred using the Neighbor-Joining method (Fig. 4). Molecular phylogenetic analysis shows that M. davidii is

monotypic, but with two clades. Populations from Guangdong share the same clade with those from Guangxi,
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while the populations from Jiangshu, Anhui, Hunan, Chongging form the other clade. The genetic distance

between those populations from Jiangshu and Guangxi is the largest. The specimen is preserved in Vertebrate

Specimens Museum of Hunan Normal University.
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Fig. 1

Head characteristics of Myotis davidii
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#£1 WEEHMMX K EREIESNERLEHBOLER (F8: g KE: mm)
Table 1 Comparisons of external and skull measurements of Myotis davidii from Hunan and others regions

(weight: g, length: mm)

WP (1) AL A BRPEBUE (1)

IIEES Sifangshan, Hunan Bai§ha, Hainan Zhenpjng, Shanxi
ARWESL This study MR 24 2001 A 2010

{A % Body mass, Wt 4.60 45 5
A K Forearm length, FA 3454 34 34.0
kK Body length, HB 38.76 41 38.0
HK Ear length, EL 1157 11 15.0
B9 Ear width, EW 551
H#K Tragus length, TL 5.09
H % Tragus width, TW 1.26
J5 /£ Hind-foot length, HF 7.62 95
K Tail length, TL 3491 31 35.0
2B K Tibia length, TiB 15.11 15.0
HIEF K Third metacarpal length, IIMC 31.94
WIEEE THEEK 12.02
Length of first phalanx of the third digit, TIT*
ESIE S ENIEEE g 9.60
Length of second phalanx of the third digit, 1112
FEIVESK Fourth metacarpal length, IVMC 30.08
BV E5K Fifth metacarpal length, VMC 32.67
BVEFETHERITK 8.37
Length of first phalanx of the fifth digit, V*
HVEEFHIHEEK 8.35
Length of second phalanx of the fifth digit, V?
fi4: K Greatest length of skull, GTL 13.34 14.5 14.3
ffi3EK: Condylobasal length, CBL 11.31 13.3
fifs Braincase height, BH 6.19 6.3
Jl&i /i %5 Braincase breadth, BB 6.49
kL AR+ Condylo-canine length, CCL 11.56

% Zygomatic breadth, ZB 6.92 8.9 8.4
J& 3k 5& Mastoid width, MW 6.64 74 7.6
IEHiK Palatal bridge length, PL 6.81 5 7.3
AE[A]EE Least interorbital width, IOW 3.36 3.7 3.7
5% Length of upper tooth row, C1-M3 5.87 5.5 5.8
K441 %5 Length of lower tooth row, C1-Ct 343
A = A5 5.48
Crown measured width between outer margins of M3, M3-M3
T %1 Length of lower tooth row, C;-Ms 6.31 6.0

Rt Median palatal length, ML 9.10
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B2 KEREIEKLHRAE
Fig. 2 Skull characteristiscs of Myotis davidii
a KB b, SkEEEA: o SkEIEIA; d FAUEIEEY.

a. Lateral view of skull; b. Dorsal view of skull; c. Ventral view of skull; d. Front view of mandible.
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Fig. 4 Phylogenetic tree of David's Myotis based on cytochrome b sequence

B R R R R L EEES . Values on the tree are the genetic distances.
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JS1, JS2. Yixing, Jiangsu 1 (KF894924) and 2 (KF894925); AH. Wuhu, Anhui (KF894919); ZJ. Hangzhou, Zhejiang (KF894926); HNL1. Jishou,

Hunan (KF894923); HN2. Hengdong, Hunan from this sdudy; CQ. Kaixian, Chongqing (KF894920); GD. Guangzhou, Guangdong (KF894921);

GX. Guilin, Guangxi (KF894922).

m: ATE W BIBE RO, A REOER,
M5 & W Br G, At B e K
/T 35 mm, T R OB KT 35 mm;
A SR T REIE AR, 105 A T B Ak
s wr#E LAETE R (P AL T kg, ]
WHIAM, a2 A FIRESRA . K R
/R RBEER XAA LT 3 f: BT#E#E
B AWIEHFHER: BIERRAE, SRR Z
., EHERFRKMAE, FTHEKZY; MER
kKA, JEERELN, ARk
o KERHESmERBIENXAELT 3
e BB BEANGEEE, mEHEBHEREE
J; W R KB ERZ Y, FEEEKRA
Rz WTEREARBERZY, FER
FrEETHKZ . KEREES 5K HER
DT - B LT (P2 AL k51,
i FF 24 50 AN, 1T D = AN 1) P9

ARG AEIRY, KERFER 5
BRI A, HAERR TR T AN

RANLIR 2R WL, Wi, ERA—A
Fo Hor, TLTFREEANT PU AR 2 8] 54 R
RO, MR WL, WIR. EK. TLI5M
HEZ B LSS AR5 P Rl 22 [R] ) 8 A% g 3
o R SRR B DR T B - ) 4 At X 2 R
RSB T 704, FEEL R R AT REA2 25 1 2
PIAE X 2 (AT B A FE PR SERFE, Bl in i
PR, SR PRRTRIHLTE . I SEREAE G i
KRB E B AL 2 B — 2. A
PRI RGO B, S FHEZ TR i) 2 Rl
LB, HENX AT RE R DA I BE R B % 5
I RIS TR AN, B R 2 (IR R IL 2 B AT
E Ui CE VA LS G S b lie iR [
7 N T T EL

KD RBMEEWI R R, P EE T
WA RT HIZ R, I XA &
i gbAh, AbTAL. LPE. EPR. IR AL
it 1 1R B AN TN EEE S PNEY = e s g T =i
PERCR, ARt — DR ER L.



» 876 ¢

44 Chinese Journal of Zoology

52 %

2o EAMMESR] TR A ULk 2 A
TAEN RS S, HEIRR R

2 % X W

Bates P J J, Struebig M J, Hayes B D, et al. 2007. A new species of
Kerivoula (Chiroptera: Vespertilionidae) from Southeast Asia.
Acta Chiropterologica, 9(2): 323-337.

Jiang T L, You Y Y, Liu S, et al. 2013. Factors affecting geographic
variation in echolocation calls of the endemic Myotis davidii in
China. Ethology, 119(10): 881-890.

Kawai K, Nikaido M, Harada M, et al. 2003. The status of the
Japanese and East Asian bats of the genus Myotis

(Vespertilionidae) based on mitochondrial sequences. Molecular

Phylogenetics and Evolution, 28(2): 297-307.

Saitou N, Nei M. 1987. The neighbor-joining method: A new method

You Y Y, Sun K P, Xu L J, et al. 2010. Pleistocene glacial cycle
effects on the phylogeography of the Chinese endemic bat

species, Myotis davidii. BMC Evolutionary Biology, 10(1):

1-12.
MR, wrak, e dk. 2001 Jbntiad. dbut: dbut M,
62-99.
. 2015. "PEMFLEY R Rt o A, ALsT Rl
JiAt:, 71-138.
Smith A T, fift#k. 2009. Hh[EEREFANFML. Kib: IRHE tHR

*t, 269-358.

TR 2003, R EIEFLS YRR > R R S0k b
B E MO H A AL, 27-60.

WEigR, B, B, % 2007 MLEMERREV: fHRH,
HFH. a3, 42(2): 56-62.

for reconstructing phylogenetic trees. Molecular Biology and A, KRB 2010, FIGHRE. JLut pEMOL R,
Evolution, 4(4): 406-425. 103-146.
(BIMZEHF) FHREEERS
BEEXH: Y 7
R ORER
Bl £ W& 5 EEM e ROk GED
W & (CEREENF
TKE & 5 S3FE Sgs BEY I 9 AR LEE Xk
INFIE MR RIERS RME ORI SKIERE  SKUNE SKEOL TR
sk A W] AR FORE BRIE BHIE BEU BT SRR
ek e B OB B BIUE HER REK HEEF ROk ZHm
MR Biae RN ¥k W B B B

W B2 ok F i



