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Typing of Several MHC- [ Alleles of Rhesus Monkeys Derived
from Different Regions of China
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Abstract PCR-SSP was applied to type five MHC- | alleles Mamu-A * 01 A * 02 A * 08 B * 01 and NA7 of
Chinese Rhesus Monkeys Macaca mulatta derived from Hainan n =30 Guangxi n =34 and Crossbreed groups
n =183 .The results showed that A * 01 and A * 02 existed in Hainan and Crossbreed groups with frequencies less
than 8.8% A * 08 only existed in crosshreed group with a frequency less than 3.8% . The frequencies of B * 01 in
Guangxi and Crossbreed groups were more than 17.48% while NA7 was found in Guangxi Hainan and Crossbreed
groups with frequencies more than 32.4% . The different allelic frequencies among monkeys derived from different
regions of China suggest that there are great differences in distribution frequencies of MHC- | alleles among them. In
addition compared to Indian Rhesus Monkey this discrepancy also appeared in Chinese Rhesus Monkey and Indian
Rhesus Monkey .
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Table 1 Primer sequence and name of PCR products
bp C
Alleles Primer of 5’ Primer of 3’ Size of Annealing Cyele
products temperature numbers
A%x0l  GACAGCGACGCCGCGAGCCAA GCTGCAGCGTCTCCTTCCCC 685 66 35
TGTAAAACGACGGCCAGTGTGGGTG- CAGGAAACAGCTATGACCCAGCACC-
Ax02 1 300 66 30
GAGCAGGAGGGTCC TCAGGGTGGCCTCT
A 08 TGTAAAACGACGGCCAGTCTTTGAG- CAGGAAACAGCTATGACCGCAGCCA- 611 o 35
*
GTATTTCTACACCG TGTCCGCTGCC
B0l TGTAAAACGACGGCCAGTACCGGGA- CAGGAAACAGCTATGACCAGCCACT- 30 o 3
*
GACACGGAAGG CCACGCACCGG
TGTAAAACGACGGCCAGTATGAGGT-  CAGGAAACAGCTATGACCCGCCACA-
NA7 606 64 35
ATTTCTACACCTCCA TCCGCCGCGAA
DRB GCCTCGAGTGTCCCCCCAGCACGTTTC GCCGCAGCTTTCACCTCGCCGCTG 260
CORZII N0 10308107 106 105104 103102107 100 99 M 0% 97 96 35 04 493 92
530 bp
L
260 bp
1 Mamu-B ¥01 PCR
Fig. 1 PCR amplification of Mamu-B * 01
91 ~112 M DIL2000 2000 1000 750 500 250 100 bp C
91 — 112 Samples of crossbreed group M DI2000 marker these were 2 000 1 000 750 500 250 100 bp C Negative control.
20% 17.48%
1 Mamu-NA7
2.2 Mamu- | 46.67% 32.4% 46%
2 Mamu-A * 01 Mamu- ¢
A%02  Mamu-A * 08 3 2
Mamu-A * 01 247 2.3
2 2 Mamu-A * 01 A
2.94%  0.54% Mamu-A * 02 * 02
8.82% P <0.05
0.54% Mamu-A * 08 P <0.01 Mamu-A * 02
3.8% Mamu-B * 01  Mamu-NA7 3 P <
Mamu-B * 01 0.01 Mamu-A * 01
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Mamu-A * 08 Mamu-A * 01
P <0.01 Mamu-A * 02~ Mamu-A * 08
Mamu-NA7 Mamu-B * 01 Mamu-NA7
P <0.05
P <0.01

P <0.01 Mamu-B * 01

2

n %

Table 2 The frequencies of Mamu- | alleles in different tested populations from China and India

Alleles A %01 Ax02 A * 08 B * 01 NA7
Guangxi group n =30 0 0.0 0 0.0 0 0.0 6 20.0 14 46.7
Hainan group n =34 1 2.9 3 8.8 0 0.0 0 0.0 11 32.4
Crossbred group n =183 1 0.5 10.5 7 3.8 32 17.5 84 46.0
Indian group n =91 13 14.3 15 16.0 74 81.3 20 22.0 44 48.4
- Guangxi group-Indian group *%
- Hainan group-Crossbred group *%
- Hainan group-Indian group * * *
- Crossbred group-Indian group ¥ #% *% ¥

* P<0.05 »*P<0.01
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