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Development of Techniques for Sexing Birds
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Abstract: There are two traditional methods of sexing birds: surgical and cytological. The former examines the gonads
directly and camies the risk of causing sterility. The laiter examines chromosomes in the cell nucleus assigning sex
based on the size difference between W and Z chromosomes, but is prone to subjective error. At present, the molecu-
lar method of sexing birds, which is based on sex-linked genes or DNA, employs the most advanced analytical
methods such as PCR and Southem Blot Hybridization. This method is simple, cheap and effective. It plays an impor-

tant role in both the conservation of rare and endangered birds and scientific research.
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