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Systematics of Oysters Along the Coast of China:
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Abstract: Due to the high variation in morphological characters of living species of Ostreidae, there remains consider-
able confusion over species identity and phylogenetic relationships among species found along the coast of China.
There has been much progress in the molecular phylogenetics of mollusks and other animals. The potential of molecu-
lar marker sequence data, which have proved phylogenetically informative, to trace the evolutionary origin of oyster
species is been addressed. In particular, the application of molecular marker techniques are expected to contribute to
resolving the recognition of morpholugically similar oyster species. The eombination of morphological taxonomy with
molecular phylogenetics will eventually benefit the development of systematics and phylogenetics of oysters along the
coast of China.
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1t 47 ( Ostreidae) R KA B9 11 WA H B I H,
R RS A T ARES ERFERE, N
HEHRBEARFTER AFRENEFHE, IS
FEEBAFHIEEMFAME CREBNEENE
HRFBRREKMEFN L. A THERT AL £
EBERAAMERTYRXEER, IEES K
HEHAFHRROARME AR EL. Bkt
ERHEAMEKENRFNABESEREX 20, X
—HERHKNEFEXEEN L.

EFHIFH N R BHER, IRAEHEISERR
K BARAAERIREMOFET B, LUORERL 5D
KRhFEMEETE, RAJREN KEEE
IR R B B 2 M 2 R TR 8 KRR
Lo BABREH A RAEE RN REEREE (20 =20),
FEEENEREMN, Rk KA H 4549 0 #24EE
4 FEAS B AL T Br oy i, B 9 6E HIR) TA e bk
A e F T 8 5T 18] 9 8 1% 2 #4150 47 L B0 5 A IX B
BHFBEOMEEEY BRKSTERELATH
REMEOFRE. T EFL S L AT
HRUAGYHETHNEIEREZ - BAETLHRE
M,k B [F o B A A T S E R R R A
BERRE. FLEAUEENFBREEFEINEG
7, KFHE EHREE (AT REEDHEN
BEFRKE. B, mRXSRTTFNE.RAL
EH— R BEXEEH BRI EMNEBRR
AR B, B0 A R o R 60 (6] 8 B R (IE ) o
MFRCAROARATFE, EHGEN - BENRN, &
HHRHARL Ao mryEL SRR+ 3E.

HEA N RTFRTRE R, B 20 8ta
0FERA L i R EICRIETY B 100 RE RRAR
A B AR UE O VU T A DL S o 20 R B A A B
HMAXMABERFRHREANBERRHTERE,
# Harry HEHI,3X 100 R P KAFT =02 N
YRE" . MAEEAE YIS R 2 PR 4 TR 248,
3o F, H {34 T TF AR R R A R R 4 Y
nE,

KEMHY R RFET TS RELSRHIE.
ESIHENSNFAS, FESHRENEAR A
BOSLAE S 24 A L R E S S BR A F
Gt a3 K R E SR 15 B AT R
BRM LR HA" B FAREN 2 M EHARTS
R RE Y R RS 30 B R

R, ERRNFN  REFRFEEEBSEAR
MEt, EERFHETEZL. WHANETHRIANE
RELFAEFE—HEENEFNRCETHYE
( Crassastrea telienwhanensis) {Crosse) , A BIMIA A ER K
HA5( €. gigas) (Thunberg) MEIY R 2 FHT\E L
RIHL 8, i 25 Bk 2 O 88 4 87 ( Aleciryonelle plicatula )
(Gmelin)", &P LM, RF A RH MY, HiESF
e P & ; T E B 07 3 FE 0 41 B9 bL 87 R0 1T PR AL 0
B %58 T 37 L3 95 ( Crassostrea rivudaris) (Gould) , H AT
FUHRA. LRBFRRBHREREHENRRESRGEE
&M,

MTREHEFAIHEKELR, FBIIMHA
P FTRE T L A0 ) A FR R, R IR B W
REEER T EEAER, - S WE T R ARG
EARMEE, AR EORALD PEEEP R
FEMERH SR EEEHTHENTE. Hit, X8
HEBEASHOHGEFRBEANBNAELYXSEH
FLOBEYH -MAEEAMIES. MESRTESEF
EMEME. I HEETERH TR P AR
RATFEHEER BANSHARES R RREHL
K AGTMEEBAELIT

2 SRR EARERGEREF LKA

R E LI A 0T S R ML E LR R %
F 3 &[] 48 # (homology ) T B3 F 8 [R] 3 16 M A IR} 4 5 56
725 T 3 89 4 100 Canalogy ) K 43 FF ok . 320 %0 # D0#E HE 4
BOAERME EHYEE LR THENESE
¥, BFEEEBMNSTRICER EHN-REFH
WENTR . BEEZANLEENEM. FTHICE
KABTYHENEEXEFRETURMKE. B
B ESMEEEA LS A FIRICEASE S AR
ARSI XERMAR. DERGR
%% g PR AR,

B AT RS A ¥R FRCHEREE
A E B4 RFLP. RAPD . AFLP. 2 Bk 4 [0 X JF 71
(ITS)FIEE B A BT 165 tDNA SRy F A4y 67, H b 18s.
BSPUWEYAFEZEARBE ITS FF ERERAR#
HRHEDNAKFE.CEEVEDRESBAFRESTH
BES TR TSHEARRAGATFAEMELEEL
HIEMBERFNAHARNEAZ - THRERUTRR
SEMITHMBHBRTM LB, ELFELXFHHMMY
fEmt smsmma k" kg meal #iL
BT gt gl R sh i R KUY BT RE 5 R AT
S SR B M REE FRXREEST
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HESBHRNWEH. ISE" ZHHTHTESEE
MEFNLAFEEH: K —, 1151 #1152 4 8 i F
185-5.85 5 5.85- 288 Z i  E B EW T ANEREAE
HIEYN 1855 8828 A BE FANEBHERT
By 3X 3 F 8 it PCR 5| ## 17 PCR # #5365 A
Ho s pFm @Rt MAREERFF . HAR
[ TTS ¥& DL fr) it P 30 4 2 0 52 % — B, BT X ITS e
BT LASR 4t 1o 8 5 3 A 5 37 far 5 RIS B A% A5 4,
163 (DNA HEER BB 7 % {5 8 , W ITS Wi AT [ 6 2 mt
TEMBERFL.

3 SR RIG TR il EOR R

BN FEWEERERGALNEEHLH
FHPHIHE A HRE —E# R, Banks % #] F 165 rDNA
FEFE A4, K 4 4L 9F 2 A3 8% ¥ ( Crassostrea gigas 1
€. sikamea)™ ; Anderson | F) ITS FF 514047 , iEB B B 4
HUG Saccostrea commercialis (Tredale et Roughley) #1 S.
glomerate (Gould) [ 47 % £ ; Litlewood % %1 H 45 B
{ Ostrea edulis) /%5 1& ( Saccostrea cuccutlata, 5. commer-
cialis) B B U5 I8 ( Crassostrea rivularis, €. belcheri, €.
gigns, C . virginica, C . rhizophorae ) 3t 8 Fh 4L 4G 89 288 (D-
NAEEMEARBEHFPHTT RSN, E88E
SFHHE 22 B 5 8 A 4R 9 B ; Foighil % 3F %
&L W ( Crassostrea virginiea ) FITE ¥ B 2 F 4t 05 ( 4 4t 3
C.gigas , EAE UG C. ariakensis) B 165 rDNA H: F 3
TTabr, B EWHLE(C. virginica ) H1 T W 89 2 Fp 4t a5
(€. gigas M €. ariakensis ) 53 5| H 85.5% F 849 Hy !
tE T B 2 A 8 2 )AL R Sk 9519,
Foighil % F 165 tDNA FFFITH S T W & FH U Crassostren
angulata , TR ZFRBFEH™ ,

ALTEst REW, A5 FoKF o R4
BB R R SEEEETERTRBEWBERS
R—EH WA TEYERERT 2T LUK EHELS
BERFRZE BB EHIBE T EBOFEELE,
AWTTHF R WAL EEE DMIER. Callney % 8T
FHE 9, RFLP. 168 :DNA 288 RNA.ITS-1 # ITS-2 %4
FAAICH AR, o] & B A T B 45 /R L 905 1 2 20 M S5 3
BEM AR LRI EHARR GRS,

i1 T ITS Fr 5 i i £ i e 5 e, 028 0 o5 70 3L 15
MY B EMUTHEN SRR HEY
BEMRS. M FAEREHRNETSEFmod
—E R, Que HF H ITS 1710, I B F T K 445
SR LL4 MR A5 35 RE , F2 0 TTS FR 4 75 4 W5 b a] 23 25 b
RESEMEAMNE . LOSH %S0 K H %G Ims-1

FATS-2 IF AT TR "™ . Mhoh, FE S B S 4 s H
BRGEEMAS IS FFNREGHH R EHER s
B AL B0 AT AR BRI 3 43 0 SR 20 BH 09 3 - 24 B8, B e
K HEER M AT R TERR™ Yo ST
B DL B9 ITS AT T BESE, R B T ITS-1 F0 1TS-2 B
m—Ea,

FEMFREFRRAHAREARCEEHE
IMSEARFTFHES L TREBEESHR. SAHE 44
Wi ER A R A E T DNA AT T ITS i e,
EMGEESE R E P (SHRAF . E I HESE)E
AT TS 0 ITS-2 HEE A B, TEXUEER L,
HEXETHEEHETR AATENSREREEYRE
ERENTETENHG RS RRELALEEELHR
FEEEW S TRICTFIEL, KA S 1, R et 6f 57 8
MAEERIH T TR, TR EFEHEN>TRE
AT H BB EE R, M A 05 1 o 3w
RS EWEAIERE.

R ERBRXATHPEHFS AN ELERZ L,
FABREEZM SR F(UES EMEDN LR
MERENEMIEM) FEFEESM T UFE
FEiTEANMS LT BEARS TR AERH
PIESRME R . EhEM L FaddtEsT
HulFREMNTR RS AEENREAFFBER(R
AR BN A G B ITS 0 16S (DNA FRicH A %), R
TE 35 A A KR AEHA 0 A R0 2K 0 B SR {1 R TT (S M0 it 45
FEE Rk B ARKE S EEAERRES X ERR
W RS, AR TREEREEVR,
WhHNES X ERBEUBFOBEAFEREEH £k
. EEEAHERIEENFTRELELYPRE
e - AEEETEABERHBNIERE,
BRI RS E R, T I 252 py S RE B
REBEFEAMRPAHSHEAHRESR L.

2 % x W
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