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Identification of a Balaenoptera edeni Specimen by Using
Mitochondrial DNA Sequences

YANG Guang LIU Hai ZHOU Kai-Ya JI Guo-Qing
( College of Life Sciences, Nanjing Normal University ~ Nanfing 210097, China)

Abstract: Mitochondrial DNA {mtDNA) cytochrome b {cyt b) gene (369 bp) and its control region
(933 bp) of a stranded Baleen whale from Ruian City, Zhejiang Province were sequenced . The eyt
b and control region sequences showed 6.78% —7.05% and 13.30% —14.40% divergence with
those of Bryde whales living in Japanese and adjacent waters, respectively, whereas the cyt b gene
was identical to that of Solomon whales and only a 0.28% difference was detected in the control re-
gion between them. The data suggest that the present sample is genetically different from Japanese
Bryde whales, and should belong to the same species as those in Solomon waters, i.e¢. Pygmy Bryde
whale (Sittang whale or Eden’s whale), Baluenoptera edeni . The present study proves the feasibili-
ty and efficiency of using molecular techniques for species identification of whale meats or related
products.
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GenBank 1T M 8K (KK B . mussculus , 1
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25.8%;T,31.3%. EHEMBWMELRN G,
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A) cyt bER
AACTGTGAATAGTAAGATAATTCCAATATTTCATGTTTCTCGAAAGACGTGGGAACCATA
GTATAGGCCTCGTCCTATGTGGGCGTAGAGGCAGATGAAAAATATGGAGGCTCCGTTTGC
ATGTAGGTATCGGATAATTCAGCCGTAGTTTACGTCTCGGCAAATGTGTGTGACTGATGA
GAAAGCGGTTGTTGTGTCTGGTGTGTAGTGTATTGCTAGGAATAGGCCTGTTAGAATTTG
TGTAATTAAGCAGAGGCCGAGTAGAGAGCCGAAGTTTCATCATGAGGAGATGTTTGATGG
AGTGGGGAGATCAACGAATGCATTGTTGACGATTTTTATTAGTGGGTGTGTTTTTCGGAT
GTTGGTCAT

B) #HIX
GAAAAAGTGTACCTTATACAATAATCACAAAACCACAGTATCTTGTCCGTATTGAAAATA
ATTTGTCTTACTACATATTGCCATGTGATTCGTATATGCTCATGCATTTCCCATGGCTCA
TAATTAATAGTCTCCTCCTATAATTATGTGTATATACATGCTATGTATAACTGTGCATTC
AATTATCTTCACTACGGTAAGTTAAAGCCCGTATTAAATTTTATTAATTTTACATATTAC
ATAATATTTATTAATAGTACAATAGTGCATGCTCTTATGCATCCCCTGGTCAATTTTATT
CAAATGATTCTTATGGCCGCTCCATTAGATCACGAGCTTAATCACCATGCCGCGTGAAAC
CAGCAACCCGCTCGGCAGGGATCCCTCTTCTCGCACCGGGCCCATTAATCGTGGGGGTAG
CTATTTAATGATCTTTATAAGACATCTGGTTCTTACTTCAGGGCCATATTAACTTAAAAT
CGCCCACTTCGTTCCTCTTAAATAAGACATCTCGATGGGTTAATTACTAATCAGCCCATG
ATCATAACATAACTGAGGTTTCATACATTTGGTATTTTTTTATTTTTTTTGGGGGGCTTG
CACGGACTCCCCTATGACCCTAAAGGGTCTCGTCGCAGTCAGATAAATTGTAGCTGGGCC
TGGATGTATTTGTTATTTGACTAGCACAACCAACAAGTGCAGTTAAATTAATGGTTACAG
GACATAGTACTCCAAAATTCCCCCCGGGCTCAAAAAACTGTATCCCTTAGGGGATCAACC
CCCCCTCCTTCCATACAATACTAACCCTTTGCTTAGATATTCACCACCCCCCTAGACAGC
TTCCCCCCTAGATTTAAAAACCATTTTATTCATAAATCAATACTAAATCTGACACAAGCC
CAATAATAAAATACATGAACGCtATCCCTATCC
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IR ERE A RS B AN R MR F
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